Formate Final Insert
CACGTGAATTGTGAGCGGATAACAATTGACATTGTGAGCGGATAACAAGATACTGAGCACA
TGCGCATCACACAGGAAAGAGGCCTATGACAAACACACAATCTGCTTTTTTCATGCCATCG
GTGAATCTGTTTGGGGCTGGAAGCGTCAATGAGGTAGGCACGCGTCTGGCAGACCTGGGT
GTCAAAAAGGCATTATTAGTTACTGATGCAGGTTTACACGGATTGGGTCTTTCCGAAAAGAT
TTCAAGCATTATTCGCGCAGCGGGCGTAGAAGTGTCGATTTTCCCCAAAGCAGAGCCTAAT
CCCACAGATAAAAATGTTGCAGAGGGCTTAGAGGCGTATAACGCGGAAAACTGTGACTCCA
TTGTCACGCTGGGTGGCGGTTCCTCCCATGATGCGGGGAAAGCGATTGCTCTTGTTGCGG
CTAACGGGGGTAAGATTCATGACTACGAAGGGGTAGACGTTTCGAAAGAGCCGATGGTTC
CCTTGATCGCGATCAATACCACTGCCGGAACGGGTAGCGAGCTGACAAAGTTCACGATTAT
TACTGATACGGAACGCAAAGTCAAAATGGCAATCGTAGATAAACATGTTACTCCAACCCTTT
CGATCAATGATCCAGAGCTTATGGTTGGGATGCCACCCTCGCTGACGGCCGCGACTGGCT
TGGACGCACTTACTCATGCGATCGAGGCATACGTTTCAACCGGGGCGACTCCTATCACTGA
CGCGTTGGCAATCCAGGCGATCAAAATCATCAGTAAGTACTTACCACGTGCTGTTGCGAAT
GGTAAAGACATTGAGGCCCGTGAACAAATGGCGTTCGCTCAATCACTTGCTGGCATGGCC
TTTAACAACGCAGGTTTAGGATACGTGCATGCAATCGCCCATCAGTTGGGGGGATTTTACA
ATTTTCCGCATGGAGTGTGCAACGCTGTACTTCTTCCCTACGTTTGTCGCTTTAATTTAATC
TCTAAAGTAGAACGCTATGCTGAAATCGCGGCGTTCTTGGGAGAAAACGTGGACGGCCTG
AGTACATATGATGCTGCTGAGAAGGCCATTAAGGCTATCGAACGTATGGCCAAGGATCTTA
ACATCCCGAAGGGGTTCAAAGAACTGGGAGCCAAAGAGGAAGATATCGAGACTTTAGCCA
AGAACGCGATGAAGGATGCTTGTGCTCTGACAAACCCTCGCAAGCCCAAGTTGGAGGAGG
TCATTCAGATCATCAAAAACGCTATGTGATAATACTAGAGTCACACAGGAAAGTACTAGATG
GGAGCAGTGACTTACCAAGGAAAAAATTCTATCGCTGTTAAGAAAGTGGATGCACCATCAA
TTCAGGATAGAGAGGATGTTATTATCAGGATCACTTCTACAGCTATATGTGGATCTGATCTT
CATCTTTATCAGGGTAACTTCCCTTTGCCAATAGGATACGTTATTGGTCACGAACCTATGGG
AATTGTTGAAGAAGTGGGTCCAGATGTTACAGCTGTGAAGAAAGGAGATAGAGTTGTGATC
CCTTTTACCGTTGCATGTGGTAAATGCCAATATTGTGATCATCATCTTGAATCACAGTGCGA
TAATAGTAACCCACATTATGATAGTGGAGGTTTATTCGGATACTCTGAGAAGTATGGTAATT
ACCCTGGAGGTCAAGCTGAATATCTCAGGGTTCCATTTGGAAACTACACACCTTTCAAAATT
CCAGATGATTGCGAATTGGAGGATGAACAGCTTTTGTTTCTCTCTGATGTGTTACCTACCGC
TTACTGGTCTGTTGAGCATGCAGGAGTGAAGAAAGGAGATACAGTTATCGTGCTCGGATGT
GGTCCAGTTGGACTTATGGCTCAACAGTTCGCATGGCAAAAGGGTGCTGAAAGAGTTATTG
CAGTGGATTATATCGATTACAGACTTAGGCACGCTAAAAGGATGAATGGTGTTGAGGTGTT
TGATTTCACTGAAGATCCTGATATGGGTGAGACACTTAAAGAATTGACCAAAGGAGGTGCA
GATGTTGTGATTGATTGTGTTGGTATGGATGGAAAGAAGTCTCCTTTGGAGAAGATCGAAC
AAAAACTTAAACTTCAAGGAGGTACTATAGGTCCAATCCAAATAGCTACAAAGGCAGTTAGA
AAAAGGGGAACCGTTCAGATGACTGGTGTGTATGGAGGTCTTTACAATATGTTTCCTCTTG
GAGCTTTCTTTGCAAGAAACGTTACACTTAAAATGGGACAAGCTCCAGCAAGGGGTTATAT
GTCAAAGTTGTACCAGAAAGTGACCAGTGGAGAGATTGATCCTAGAGCTATAATTACTCAC
AAACTCCCATTAGATGAAGCTGCACACGCATACCATATCTTCAACGATAAACAGGATGATTG
CATAAAAGTGATTCTCAAGCCTTAATACTAGAGTCACACAGGAAAGTACTAGATGTCTTCAG
GAGATAGTAAGAAAATTGTTGGTGTGTTTTATAAGGCTAACGAGTACGCAACTAAAAATCCA
AACTTCCTTGGATGTGTTGAGAATGCTCTTGGTATTAGAGATTGGTTGGAATCACAAGGACA



TCAGTATATCGTTACAGATGATAAGGAGGGTCCAGATTGCGAACTTGAGAAACATATTCCT
GATCTCCACGTTTTAATCTCTACACCATTTCATCCTGCTTACGTGACCGCAGAAAGGATTAA
GAAAGCTAAGAACTTGAAACTTTTGCTCACCGCAGGAATCGGTTCAGATCACATTGATCTTC
AAGCTGCTGCTGCTGCTGGACTTACTGTTGCTGAAGTGACTGGTAGTAACGTTGTGTCTGT
TGCAGAAGATGAGTTGATGAGAATTTTGATTCTTATGAGGAACTTCGTTCCTGGATATAACC
AAGTTGTGAAGGGAGAGTGGAATGTGGCAGGTATCGCTTATAGAGCATACGATCTTGAAG
GAAAAACCATAGGTACTGTTGGAGCTGGTAGAATTGGAAAGTTACTTTTGCAGAGGTTGAA
ACCATTTGGTTGTAATCTCTTATACCATGATAGGCTCCAAATGGCTCCTGAATTAGAGAAGG
AAACAGGTGCAAAATTCGTTGAGGATCTTAATGAGATGTTGCCAAAGTGCGATGTTATAGT
GATTAACATGCCTCTCACAGAGAAAACCAGAGGAATGTTCAATAAGGAACTCATAGGAAAA
TTAAAGAAAGGTGTTTTGATCGTGAATAACGCTAGAGGAGCTATTATGGAAAGGCAGGCTG
TTGTGGATGCAGTTGAATCAGGACACATCGGAGGTTATAGTGGAGATGTTTGGGACCCTCA
ACCAGCTCCTAAGGATCATCCATGGAGATACATGCCTAACCAGGCTATGACTCCACACACA
TCTGGAACTACAATCGATGCTCAACTCAGATATGCAGCTGGAACTAAGGATATGTTAGAGA
GGTACTTCAAAGGTGAAGATTTTCCAACCGAGAATTACATAGTGAAGGATGGTGAACTTGC
TCCACAATACAGGTAATACTAGAGCCAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGA
CTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTACTAGAGTCACACTGGCT
CACCTTCGGGTGGGCCTTTCTGCGTTTATA

Our Formate SDM1 VR Sequence

>FormateSDM1-VR_F02.ab1
NNNNNNNNNNNNNNNNCGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCCTGCATAACGC
GAAGTAATCTTTTCGGTTTTAAAGAAAAAGGGCAGGGTGGTGACACCTTGCCCTTTTTTGCCGG
ACTGCAGCGGCCGCTACTAGTATATAAACGCAGAAAGGCCCACCCGAAGGTGAGCCAGTGTGA
CTCTAGTAGAGAGCGTTCACCGACAAACAACAGATAAAACGAAAGGCCCAGTCTTTCGACTGAG
CCTTTCGTTTTATTTGATGCCTGGCTCTAGTATTACCTGTATTGTGGAGCAAGTTCACCATCCTT
CACTATGTAATTCTCGGTTGGAAAATCTTCACCTTTGAAGTACCTCTCTAACATATCCTTAGTTCC
AGCTGCATATCTGAGTTGAGCATCGATTGTAGTTCCAGATGTGTGTGGAGTCATAGCCTGGTTA
GGCATGTATCTCCATGGATGATCCTTAGGAGCTGGTTGAGGGTCCCAAACATCTCCACTATAAC
CTCCGATGTGTCCTGATTCAACTGCATCCACAACAGCCTGCCTTTCCATAATAGCTCCTCTAGC
GTTATTCACGATCAAAACACCTTTCTTTAATTTTCCTATGAGTTCCTTATTGAACATTCCTCTGG
TTTTCTCTGTGAGAGGCATGTTAATCACTATAACATCGCACTTTGGCAACATCTCATTAAGATCC
TCAACGAATTTTGCACCTGTTTCCTTCTCTAATTCAGGAGCCATTTGGAGCCTATCATGGTATAA
GAGATTACAACCAAATGGTTTCAACCTCTGCAAAAGTAACTTTCCAATTCTACCAGCTCCAACAG
TACCTATGGTTTTTCCTTCAAGATCGTATGCTCTATAAGCGATACCTGCCACATTCCACTCTCCC
TTCACAACTTGGTTATATCCAGGAACGAAGTTCCTCATAAGAATCAAAATTCTCATCAACTCATCT
TCTGCAACAGACACAACGTTACTACCAGTCACTTCAGCAACAGTAAGTCCAGCAGCAGCAGCAG
CTTGAAGATCAATGTGATCTGAANNGATTCNTGCGGNGAGCA

We used an NEB site directed mutagenesis kit to insert this stop codon into this sequence

BLAST of our Formate VR Sequence



Query 271f TGCTCACCOCAGGAATCCGTTCAGATCACATTGATCTTCAMGCTGOTCCTOCTOCTGOAC 2775
R | [EELILPET AL ER T RL R LA P R AR AT
sbjet 1056 TGCT CHCCGCANGARTCNTICAGATCACATIGATCTTCANGCTGCTCCTOETECTORAE 997

Query 2ZTTE "_.?I.IZ'I‘:_TCC'“'.?L.\E"".?I.EFLCTM"MEC”_C CTCTOTTOCCACARCATORCTTOATIA 2BIS

PELRLIRI R AL TRl CELULTATERTRRE R R R LL] i |
Shiot 985  TTACTGITGCTGAAGTGACTORTAGTARCGTTGTGTCTOTTGCAGAAGATSAGTTGATEA 937

Query 2EB3F CGAATTTICATTCTIATCAGCAMCTTCCTICCTGGATATARC CARGTTCT GJ\.":ECGJ\G.?LG"‘ 2895

Sbjct 93& GARTTTIGATTCTTATGAGGAACT "TGT CCT GG.’L“.’LTMCC.?L.\.G”"‘C GARCCCAGRCGT B77

Query ZESE _.L'..M'L"‘__CCCI‘.EC".'L"I:CET".\TMME\"P.EG.\TC'TUMGG?MLI'I.ECI‘.1.?L"C"."|.C G 29535

Shict 876  GOAATGIGGCAGGTATCCCTTATAGAGCATACGATCTTOAAGCAAMAACCATAGETACTE  E17

Query 2856 TTGOACCTOGTAGAATICOAMACTTACTITTOCAGAGGTTCAMACCATITOGTIGTAMNTC 3015
FLLLLELTRTE] IRTERTAL T AP LR TR R LR E TR E T

Shict 816  TTGGAGCTGGTAGAATIGGAMNGTTACTITTGCAGAGGTTGAAMMCCATTTGGTIGTARTC 757

Query 3016 "ET .'il"\JT'E.'iL"".?lL ."L-'_'.CT FC.\Jllﬁ'I"'Ellf l?-: T.E:L"T.?IL’.EU:.TT'TN:LTETJTT’?N:LTAT 1075

Ebjot 755 TCTTATACCATCATACOC TCOAAATCOCTCCTCRATTACACARCCAMRCACCTOCARAAT BS7

Query A0TE TCCT "\..\J:".":."‘CT"M CACAN T T T CCCARRC TECCATCTTATACTGAT TARCATICCTC 3135

e T A e AN e e A 7

Query 13k TCACACACARMACCACACEANTCT ':‘E:'m. MHG.“LTJ\':'I\GG?JMT WCC L'. 3195

Ebjot ) ”E.?ILE.'I';_.'\J_l'.H.'l'n.hN!'E.'i\Ef\Al:EM il:"I.\"_.'\.fll. .'!\.hi:i_l'..‘\.'l';"'lli'\'i‘héi!'.h'l'n!\.'li'l‘ .'I'n.h.'l'u_l'n.\.'l'n.hi.l'.é LI'. 577

Query jise T I GAT T AR TAAC CC TACACGACC TAT TATCOAANCCCAGCC TCT T TEOAT GCAG IZ5E

dindce I A A A e 417

Query 35k "'T?HT"ETCThETEh“ETCh_.CT .l:n"ﬂll: l.!'.-_.N_I'..\'T\_.';T ?PTTETCTT‘TLTT“?“?T“? 3315

Ebjot 515 TTCAATCACCACACATCCEACCTTATAGTCOACATOTT ICOGACCO TCAACCASCTCCTA 457

Query 3316 hL'.G.\."‘E.\.TClEh Cuh_..\T\.\?.h CCCTARCCADCCTATCACTCCACACACATCTOCARC Th 13T

Sbjct 4G .h...G.\."Lﬂ.Tl:l:.h CHMT\!EP. 'I:Cé"'\.?lll:éhcil:c'!‘h'!éﬁé"l;il'\;hléa‘ltc.'l'n"é'l'uéhu .'I'n 97

Query 33Tk {1.\.?. ?JTCT"CT.‘.E"ET".’L"‘\T"?MT T‘ﬁTETA‘:UIZF?HTTFTHthTH?LTTE? 3435

Ebjot 55 CAARTCOATCCTCAACTCACATATCCACC TCOANRC TAM CATATCTTACACACCTACTTCA 337

Query 3438 CTOARCAT T TTCCARCCORCARTTACATRGT Gm-\.n':l.-":l: GARACT 'I‘..l;TL‘l;.hCM"‘ 34395

e E AN A a e R T n A AT 497

Query 3428k ACACCTAATACTIACACCCAGCCAT l?h?m M\AECMFELT‘LC"CGWGJLE"‘CCCEC 1555

Ebjot 27& h\'_‘.?ll."i.l'.-"‘.h.fll. .'I'n.{!..fln.:h:\'_‘i_l'ﬁl:m'_'fll. Ch:'..?ll. imlcéhﬂ’éﬁ!‘\é“ééﬂlﬁélcé‘déécé 217

Query 4556 I CGT I TTATC TG T T T T T E I CCCTERACCC TCTC TRC TACGAC TCACAC TOGC TCACCT 1615

dindee. E A T e TR A A a6

Query Jelk TECCC‘;‘CC:CCTTTE:‘:EET‘:‘TILT.'L g4l

Ebjot 155 ccé:é&:é:éc:é‘réxé{:krlti 132
Our Achieved Formate1 F Mid Sequence
>Formate1-Fmid_F10.ab1
CCNNNNNNNNNNNNNNNNNNTGTACCAGANGTGACCAGTGGAGAGATTGATCCTAGAGCTATA
ATTACTCACAAACTCCCATTAGATGAAGCTGCACACGCATACCATATCTTCAACGATAAACAGGA
TGATTGCATAAAAGTGATTCTCAAGCCTTAATACTAGAGTCACACAGGAAAGTACTAGATGTCTT
CAGGAGATAGTAAGAAAATTGTTGGTGTGTTTTATAAGGCTAACGAGTACGCAACTAAAAATCCA
AACTTCCTTGGATGTGTTGAGAATGCTCTTGGTATTAGAGATTGGTTGGAATCACAAGGACA
TCAGTATATCGTTACAGATGATAAGGAGGGTCCAGATTGCGAACTTGAGAAACATATTCCTGAT
CTCCACGTTTTAATCTCTACACCATTTCATCCTGCTTACGTGACCGCAGAAAGGATTAAGAAAGC
TAAGAACTTGAAACTTTTGCTCACCGCAGGAATCGGTTCAGATCACATTGATCTTCAAGCTGCTG
CTGCTGCTGGACTTACTGTTGCTGAAGTGACTGGTAGTAACGTTGTGTCTGTTGCAGAAGATGA
GTTGATGAGAATTTTGATTCTTATGAGGAACTTCGTTCCTGGATATAACCAAGTTGTGAAGG
GAGAGTGGAATGTGGCAGGTATCGCTTATAGAGCATACGATCTTGAAGGAAAAACCATAGGTAC

TGTTGGAGCTGGTAGAATTGGAAAGTTACTTTTGCAGAGGTTGAAACCATTTGGTTGTAATCTCT



TATACCATGATAGGCTCCAAATGGCTCCTGAATTAGAGAAGGAAACAGGTGCAAAATTCGTTGA
GGATCTTAATGAGATGTTGCCAAAGTGCGATGTTATAGTGATTAACATGCCTCTCACAGAGAAAA
CCAGAGGAATGTTCAATAANAACTCATAGGAAAATTAAAGAAAGGTGTTTTGATCGTGAATA
ACGCTAGAGNANCTATTATGGAAAGGCAGGCTGTTGTGGATGCAGTTGAATCNNACNNCATCG
GANGTTATAGTGGANNNNNTTGNN

BLAST of our Formate F Mid Sequence

Query 2369 TOCTACCACARACTGACCACTSORCACATIGATCCTAGRGCTATAATTACTCACAMACTCC 232E

shijot 21 TOCTACCACAN = CTCACCACTOCGACACATTCATCCTAGACCTATAATTACTCACARACTCS 79

Query 233249 ChT'.‘h-EhTCMGE‘.E-EA.E'HECEJ'I.TMChTh?ETTEWEhTmEhGCﬁ'IC."LTTDE.":.TH.I'I. 23BE

SEbjoct 80 EJ'LT .’LG!LTE."LE\.EC' L'.-E .FU:‘GC.?I. MC]‘L".?L"'CT C‘h."l.CE.ﬂ. ARMCAGGATGATTGCATAR 139

Quary 2389 AACTGATTCTCAAGCCTTAATACTACACTCACACACCAARSTACTAGATCTCTICAGCCAC 244B

shjot 144 AMNCIGATTCTCARGCC TTARTACTAGAGTCACACAGGAARG TACTAGRTGTCTICAGOAS 199

Quary 2449 J"\.TJ'LCTWT TGO TC T I TT TAT ARG TAACCAC TACCOARC TAARAAT CC AR 2508

Ebjot 200 hT.hETNLG?u"lJ\..’L 'I\..'IVJ T"T]'L"MGGCTWEM .?I.CIJZMIZTI\..’LI'L.\JL"'C 254

Quary 2509 ACTTICCTTCGATCTGTTCAGAATCOCTCTTICCTATTAGRCATTCCTTCCAATCACAACCAC 2SEE

shijot 264 ACTICCTTGEGATEIGT TGAGAATOCT CT TGO TAT TAGRGAT TCETTOGAATCACARGGAS 318

Query 2569 h'I\:‘MThT.ﬁ'i‘EGTT.’L{:AEHTC!LT.HMMEDE'I\TCIL\.&T COCGAACTTCACAARCATATTIC 262E

SEbjot 3210 .h'IL'M"hT.ﬁ"‘EGT .’LE.’LGHTC.’LTMEG?LEG]'DI‘CM v:.n.m:‘:'mm:n:‘m:v: 374

Quary 2629 CTGATCTCCACGTTITTAATCTCTACACCATTTCATCCTOCTTACCTGACCSCACAAACGCR 26BE

shjot  38d CTGATC TOCACGTITTARTCTCTACACCATT TCATCCTGCT TACGTGACCCCACARAGGR 439

Quory 2689 TT.?I.H.L'.J\.":.I'I.L'.E‘:‘."n.l'l.L'.."n.N:TTmET"TTEE'E‘EhEE\:EthTEGC'ITEM."LTE.?LC.":.TTC 274E

SEbjot 4419 TTMWLI‘I’EC"M-\..MCT GAARC T’“I'I‘EE‘”C.?LEE’GEMGN’LTEDE'ITIZJ'LE.’LTI:J'LE.’LT"G 494

Quary 2749 ATCTTCARCCTGCTGCTCCTOCTOCACTTACTCTTCCTOAMCTEADTGCTAGTARMCTTIC 2808

shjot  Sod ATCITCARGCTCCICC TCCTCCTOOACTTACTCTTCCTOARCTGACTEOTACTARCGTIC 559

Quory  2E49 TGTETE'I'I‘CEJ\GME}\THET'C?JICAEM _Eh'ITET”hTCJ'LCGMEE"I\:‘CTTCCTC 28EE

SEbjot  Sed "‘G-TE'I"ETI‘ECM]‘L. .ﬁ 'IEh'I’G."LGM;'IT Gh'ITETThTEn-EGME"Z"I‘:ET‘:‘CE‘TG B19

Quary 2B89 CSATATAACCAACTTGTCAAGCORCACTCCAATCTOOCAOCTATCOCTTATAGACCATACE 292B

shijot  &3d GATATARCCAMCTICTCAACCCACACTCCANTCTOOCACCTATCOCTTATAGACCATACE 679

Query 25%2% ATCT "\EMEWCCIL:MGTMTGTTGCN:CT:CTWT COARACTTACTTTTGC 29EE

SEbjot  &Ed ATC !LI'I’EGI\.."LI‘L.\."LEC.?I. J'LGG-THE“"G-T GEhEC'I’GGT?LGh’L GEFME"'TJ'I.I:T""I'I'EE 734

Quary 2989 AGAGCGTTGAAACCATTTCCTTCTAATCTCTTATACCATCATAGCCTCCARATGCCTCCTIC 3104E

Shict 740  AGMIGTTCAAACCATTTCOTTGTARTCTCTTATACCATCATAGCCTCCARATCOCTCCTS 799
Query 3048 AATTACACARCGAARCACCTCCAAMATTCCTTCAGCATCTTARTCAGATCTTGCCAARGT 31108
||||||'||||||| FELELELLEREE TR e R e i1l
shict #pa TRGAGARGGAARCAGE mcmn:cﬂmn’r TTAATGAGATGTTGCCARAGT  B5Y
Quary 3108 SOGATCTTATAGTGATTAACATCCOTCTCACACACAAMACCACACCANTCTTCARTARGS 3168
) CIRLERTRRR LRIt it gl |.|||.||||||||
Shict 860  GCGATGTTATAGTGATTAACATGCCTCTCACACAGAARACCACASGAN ¥ 818
Query 3168 AACTCATAGCAARATTAMAGAAAGCTCTITTGATCOTGARTANCGCTACACGRAGCTATTR 31228
FILRLEDUREE AR LB AR TR E R LRV R T TETE

sbjot 919 ARCTCATAGGAARATTAAACGARRGCCTCTITTGATOC TGAATARCCGC TACACKARCTATTA S7E

Quary 33129 TOCAAMOCCACCCTOTTCTOOATOCACTTICAATCACCACACATCCOIACOCTTATACTOOR 3287

Y T XTI
Our Formate VF2 sequence

>Formatel-vf2_GO07.ab1l
NNNNNNNNNNNNNNNNNCCNTNTNNNANTAGNCGTATCACGAGGCANAATTTCAGATAAAA



AAAATCCTTAGCTTTCNNTANGGATGATTTCTGGAATTCGCGGCCGCTTCTAGAGCACGTGAA
TTGTGAGCGGATAACAATTGACATTGTGAGCGGATAACAAGATACTGAGCACATGCGCATCA
CACAGGAAAGAGGCCTATGACAAACACACAATCTGCTTTTTTCATGCCATCGGTGAATCTGTT
TGGGGCTGGAAGCGTCAATGAGGTAGGCACGCGTCTGGCAGACCTGGGTGTCAAAAAGGCA
TTATTAGTTACTGATGCAGGTTTACACGGATTGGGTCTTTCCGAAAAGATTTCAAGCATTATTC
GCGCAGCGGGCGTAGAAGTGTCGATTTTCCCCAAAGCAGAGCCTAATCCCACAGATAAAAAT
GTTGCAGAGGGCTTAGAGGCGTATAACGCGGAAAACTGTGACTCCATTGTCACGCTGGGTG
GCGGTTCCTCCCATGATGCGGGGAAAGCGATTGCTCTTGTTGCGGCTAACGGGGGTAAGATT
CATGACTACGAAGGGGTAGACGTTTCGAAAGAGCCGATGGTTCCCTTGATCGCGATCAATAC
CACTGCCGGAACGGGTAGCGAGCTGACAAAGTTCACGATTATTACTGATACGGAACGCNAAG
TCAAAATGGCAATCGTAGATAAACNNGTTACTCCAACCCTTTCGATCAATGATCCAGAGCTTA
TGGNTGGGATGCCACCCTCGCTGACGGCCGCGACTGGCTTGNACGCACTTACTCNTGCGAT
CGAGGCATACGTTTCNACCGGGGCGACTCCTATCACTGACNCGTTGGCNATCCAGGCGATCA
AANTCATCAGTAAGTACTTACCACGTGCTGTTGCNANNGNNAAANACATTGAGGNCCGTGAA
CCNANTGGCGTTCN

BLAST of our Formate VF Sequence

Quary 1 E.i".EC L'.MT ':-“-.i'l.':':::'l. ME.?L.\T"C"LL‘."L"_C ChGECCh".L\Em\"hCT’h_.CILE 1
I | 1 | | I 111 1 |I 111
| | LELLELELLE 11
Sbjot 100 E.?"\.L'C GMT_G"G.?!.GC:C.?L ME'I..\T"G.?LL‘."L"_C GhCCGCh".ﬂ.‘.Em“hCTuh_.C'LE 159
Query 61 ATGCGCATCACACACCAMRCACOCCTATCACAMACACACAATCTGCTTTITTCATCOCAT 1240

LERLRLRRT R ER TR R ER PR EL L AL E LD R LT A el
Shiot 160 ATGCGCATCACACAGEAAMGAGOCCTATGACAAMCACACAATCTGCTTTITICATGOCAT 219
Duery 121 COOTOARSCIOTITGOSOCTCOAAGCGICAATGAGOTACOCACCCOTCTOOCADACCTCD 180
FECERTRLERT TR TR R R R R R LR LR R R e

Ebjot 220 E..G"‘G."n.h iy y G""T«..L'._.CE L'....'"..?LL'.E:"EM:‘GJ"uG"MuEhCCEC“ETuGLAE.\EC“Cu 279

Query 1Bl CTCTCAMMAGCCATIATTAGTIACTOATGCAGCTTIACACCCGATTCGOICTTTCCOAMA 240
FATERTATERLRLER DA TR LR ER AR PR LR R LR E L] ]

|
Ebjot  ZEO C"ETEM\.’L.‘lEL.E.ﬁ""ﬂ T‘lE"“.?LE"‘.".J‘LT"Ch"C_”".'LCM_.Ch TCECTCTTTCOSAAA 339

Query 241 ."L_..".'I' "\..'\.?I."C.h TATTCCCOCACCOOECETACAAGTCTCGATTT NCCL‘ML‘.’L_.N:E | i ]
| 1 | | I | | | | | l : |= | | |

Ebjct 340 ."L_..\T "‘E?'.J‘L"Eh"".\.""‘l’.‘CEG\_.‘.ECG..GEG"‘.?\".?"..".E"CTECJ"\."T "‘EEEL‘ML‘.’L_.N:E s

Query 301 CTARICCCACAGATAAMATOTICCACACOLCTTAGACCCOTATARCGOGOAMANITOTG 360
PETERTATERTRILN] FLEEIERTE R R TR E T

|
Ebjot 400 CTAAT CLEJ‘LE.’L....\T‘JL?\.\_’L C"_Cch_u‘LCuCC"TMhCCEC".'LT\.'LLCEUCMM"CTU 459

Query 3E1 ."L"'L'E."L""C ChECE"\:CC GCCCCTTCCICCCATCATECOGOCAAMGCGATTCCTCTTE 220
1 1 | 1 1 1 | 1 | | 1 : 1 111
LELEELET | [ETEETTTT ] 11 [T
Ebjoct 460 .’L""_CC.’L"'_C CACCCTCGOCT G..ECGT"CE CCCAT GhTEC’GGWGEuh"TE'I‘E':‘TG 5139

Query 421 TTGCOGCTAMCGGCGOTAAGATICATOACTACCAAGOCCTACACCTTTCOAMCAGCCON  4EQ
IRTTRTRTERRRTERTAT Rl il FLERITRLR LR R AR LT ]

|
Ebjot 520 "‘"L'.L'CL'."_L\E:CCUC"\.&".’L"_E\:\Z‘E ."L{'....?L?U.'._.CC ."L"."LEC""’"'“:' ARACACCCCA 579

Query 4B1 TGLETICCCTIGATCGOCATCAAT .?'EC!\ET’CECC.“LGC’“}\CC’MCTC.’L"."n.?l.."..l.'.-"'“f."‘n 40
R ENERNRARRAN FOLEETEP R AT R T e et
1 | | 8! | 111

Ebjoct 5E0 '\..uT CCOCTIGATCGCOATCAMNT .?LCEhETCC\.GC.“CGEG“ﬁGCuhuETu."n"."n.'L.‘J.'.-"""L". 5839

Query 541  COATIATTACTOATACCOAMCCAMAGICAMMANTGGCAMICOTAGATARMCATCTIACTE 600
[LRLRLERT LRI RD R ] 111 PRERATRLRET AR T

Ebjot &40 CGATT ."L""_.?I.IZ'I‘_...\T‘J:::ME_.E\ “:_ENMT"CCM E:T’L'h"M\E‘C".C'"ﬂCT“ L899

Quesy 601 CAACCCTITCOATCARTCATCCACADCTIATOGTIOOCATOCCACCOTCOCTOACOOECS 660
LELEEIRR R PR il BRSNS ARRRN!
Shict 700  CAACCCTTTOGATCAATEATCOABAGCITATOGNTGOOATOCCACCOTCGCTOACGOOOG 759

Query G&l E.u\l.' '.I'. CCTT G...H.EHIE.NZT .’LC“C.H.?ZCG.\."\'.‘GIL«..GL.’LT‘LE.."T lf.h.'l'n.fl'.";..'.l'.i:l:'.l'.hl:Tl: 120
Ebjot  TEOD E_J'dl' L'...E'l‘ v:*cm!‘ucnc'l' .'!LC éN':‘:l:'_I_u\"\Cu.?ILuLI'.C.'L']IZ"J&_.'!"L C"QFLéC&u&-’I:CChCT\_ g19
Quexry 721 CTATCACT G\E..L‘C-"T:CC“"EC‘.E_.EC.\"‘EE\J'L.“”C’L ChCT“\..T.?ILE""'AEEh"C"‘" T80
shjet 820 E"‘\TE.’LC'G.\E‘QL‘C"’:\_.CE“."L"EE?J;_.L'G.\"\_.\.?L.'\_\"E’l. EJ"\.GT‘J‘\CT’LL‘“"AEC.'\EGTU ars
Query TE1 E‘:‘ETTLI'.-EGII..\T:GTJ‘u'I'nJ‘-G."'.l:."n.:'TG.\L.:-:CCI'.".I'. TGAMN CFLL\?:GCG?TE 827
Ebjoct  HEOD &:‘E'LTLI'.CN.?ILEE-:E!{A}M.?ILC.'!LTTAEECHAE&TCL\ECELHé‘:éé:éT& 917



Fructose Final
AAGCTTAATTGTGAGCGGATAACAATTGACATTGTGAGCGGATAACAAGATACTGAGCACA
TACGTATCACACAGGAAAGAGGCCTATGACAAACACACAATCTGCTTTTTTCATGCCATCG
GTGAATCTGTTTGGGGCTGGAAGCGTCAATGAGGTAGGCACGCGTCTGGCAGACCTGGGT
GTCAAAAAGGCATTATTAGTTACTGATGCAGGTTTACACGGATTGGGTCTTTCCGAAAAGAT
TTCAAGCATTATTCGCGCAGCGGGCGTAGAAGTGTCGATTTTCCCCAAAGCAGAGCCTAAT
CCCACAGATAAAAATGTTGCAGAGGGCTTAGAGGCGTATAACGCGGAAAACTGTGACTCCA
TTGTCACGCTGGGTGGCGGTTCCTCCCATGATGCGGGGAAAGCGATTGCTCTTGTTGCGG
CTAACGGGGGTAAGATTCATGACTACGAAGGGGTAGACGTTTCGAAAGAGCCGATGGTTC
CCTTGATCGCGATCAATACCACTGCCGGAACGGGTAGCGAGCTGACAAAGTTCACGATTAT
TACTGATACGGAACGCAAAGTCAAAATGGCAATCGTAGATAAACATGTTACTCCAACCCTTT
CGATCAATGATCCAGAGCTTATGGTTGGGATGCCACCCTCGCTGACGGCCGCGACTGGCT
TGGACGCACTTACTCATGCGATCGAGGCATACGTTTCAACCGGGGCGACTCCTATCACTGA
CGCGTTGGCAATCCAGGCGATCAAAATCATCAGTAAGTACTTACCACGTGCTGTTGCGAAT
GGTAAAGACATTGAGGCCCGTGAACAAATGGCGTTCGCTCAATCACTTGCTGGCATGGCC
TTTAACAACGCAGGTTTAGGATACGTGCATGCAATCGCCCATCAGTTGGGGGGATTTTACA
ATTTTCCGCATGGAGTGTGCAACGCTGTACTTCTTCCCTACGTTTGTCGCTTTAATTTAATC
TCTAAAGTAGAACGCTATGCTGAAATCGCGGCGTTCTTGGGAGAAAACGTGGACGGCCTG
AGTACATATGATGCTGCTGAGAAGGCCATTAAGGCTATCGAACGTATGGCCAAGGATCTTA
ACATCCCGAAGGGGTTCAAAGAACTGGGAGCCAAAGAGGAAGATATCGAGACTTTAGCCA
AGAACGCGATGAAGGATGCTTGTGCTCTGACAAACCCTCGCAAGCCCAAGTTGGAGGAGG
TCATTCAGATCATCAAAAACGCTATGTGATAAGTGGAGATACATACGGGGATCCTGATCTGT
CACACAGGAAAGACCGGTATGGAGTTACAATTAGCTTTAGATTTGGTTAACATCGAAGAGG
CTAAACAAGTGGTGGCTGAAGTCCAGGAGTACGTCGATATTGTTGAAATCGGGACCCCCG
TCATCAAGATCTGGGGCTTACAGGCCGTTAAAGCCGTGAAGGATGCCTTCCCACATCTGCA
AGTCTTAGCCGACATGAAGACCATGGATGCTGCCGCATACGAGGTGGCGAAGGCCGCGG
AACATGGCGCAGATATTGTTACGATCCTTGCAGCGGCAGAGGATGTATCGATTAAGGGCG
CCGTGGAAGAAGCAAAAAAGTTAGGGAAAAAAATCCTGGTGGACATGATCGCTGTAAAAAA
CTTAGAAGAACGTGCTAAGCAAGTTGATGAGATGGGCGTTGACTATATCTGCGTGCATGCA
GGGTATGACTTGCAGGCTGTTGGCAAGAACCCTTTAGATGACCTGAAGCGCATTAAGGCG
GTGGTGAAGAACGCCAAGACAGCCATCGCCGGTGGAATCAAGTTAGAGACTTTACCAGAG
GTTATCAAGGCTGAACCTGACTTGGTCATTGTAGGGGGTGGCATCGCTAATCAGACCGACA
AGAAGGCAGCCGCTGAGAAGATTAACAAACTGGTCAAGCAAGGGTTGTAATAAAATATTTC
ACACAGGAAAGGCCGGCATGCTTACCACCGAGTTCTTAGCCGAAATCGTAAAAGAGCTTAA
CAGCTCAGTTAATCAGATTGCGGATGAGGAAGCAGAGGCACTTGTTAATGGTATTTTGCAG
AGCAAAAAAGTTTTCGTTGCCGGGGCTGGACGTTCTGGCTTCATGGCAAAGAGTTTTGCTA
TGCGTATGATGCATATGGGAATCGACGCTTATGTAGTGGGAGAAACAGTTACCCCGAATTA
CGAAAAAGAAGATATCCTTATCATTGGATCGGGAAGTGGGGAAACGAAATCGCTTGTAAGT
ATGGCGCAGAAAGCTAAGAGTATCGGGGGTACTATTGCCGCTGTCACGATCAACCCAGAG
TCTACGATTGGGCAATTAGCGGATATCGTCATTAAAATGCCTGGGAGCCCTAAAGATAAAT
CAGAAGCGCGCGAGACGATTCAACCAATGGGCTCCTTATTTGAGCAGACATTATTATTGTT
TTATGACGCCGTGATTCTGCGCTTCATGGAAAAGAAGGGCTTAGATACGAAGACCATGTAT



GGCCGCCACGCAAACCTTGAATAATAATACTAGAGCCAGGCATCAAATAAAACGAAAGGCT
CAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTACTAGA
GTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGTTTATA

Our Achieved Fructose VF2 Sequence
NNNNNNNNNNNNNNNACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCCTGCATAACGCG
AAGTAATCTTTTCGGTTTTAAAGAAAAAGGGCAGGGTGGTGACACCTTGCCCTTTTTTGCCGGA
CTGCAGCGGCCGCTACTAGTATATAAACGCAGAAAGGCCCACCCGAAGGTGAGCCAGTGTGAC
TCTAGTAGAGAGCGTTCACCGACAAACAACAGATAAAACGAAAGGCCCAGTCTTTCGACTGAGC
CTTTCGTTTTATTTGATGCCTGGCTCTAGTATTATTATTCAAGGTTTGCGTGGCGGCCATACATG
GTCTTCGTATCTAAGCCCTTCTTTTCCATGAAGCGCAGAATCACGGCGTCATAAAACAATAATAA
TGTCTGCTCAAATAAGGAGCCCATTGGTTGAATCGTCTCGCGCGCTTCTGATTTATCTTTAGGG
CTCCCAGGCATTTTAATGACGATATCCGCTAATTGCCCAATCGTAGACTCTGGGTTGATCGTGA
CAGCGGCAATAGTACCCCCGATACTCTTAGCTTTCTGCGCCATACTTACAAGCGATTTCGTTTC
CCCACTTCCCGATCCAATGATAAGGATATCTTCTTTTTCGTAATTCGGGGTAACTGTTTCTCCCA
CTACATAAGCGTCGATTCCCATATGCATCATACGCATAGCAAAACTCTTTGCCATGAAGCCAGA
ACGTCCAGCCCCGGCAACGAAAACTTTTTTGCTCTGCAAAATACCATTAACAAGTGCCTCTGCT
TCCTCATCCGCAATCTGATTAACTGAGCTGTTAAGCTCTTTTACGATTTCGGCTAAGAACTCGGT
GGTAAGCATGCCGGCCTTTCCTGTGTGAAATATTTTATTACAACCCTTGCTTGACCAGTTTGTTA
ATCTTCTCAGCGGCTGCCTTCTTGTCGNNCTGANTAGCGATGCCACCCCCTACAATGANCN

BLAST of Fructose



Query 1B46 TCATTCTAGGGGETGGCATCCCTAATCAGACCGACARGARCCCAGCCGOTGAGARGATTA 1905

[LLLLLRLELL L DL LT L] LELLILEL LU LA LT
Sbjot 941  TCATTGTAGGEGGTGGCATCECTANTCAGNNCGACAAGARGECAGCCGCTGAGARGATTA BE2

Query 1%06 ACAARCTCETCAAGCARCGETTETARTARALTATTTCACACACEARAGECCGGCATGCTT 1965

CLLLLLRL LR DL L L L R L L L LR L L)L
Sbjot 8Bl  ACARACTGETCAAGCARGGGTTGTAATAAARTATTTCACACAGGAAAGGCCGGCATGCTT 822

Query 1%66 ACCACCGAGTTCTTAGCCGAARATCCETAARACAGCTTARCACGCTCACTTAATCAGATTECG 2025

LU LR L LR L L L L] L L
Sbjot 821  ACCACCGAGTTCTTAGCCGARATUGTARAAGAGUTTAACAGCTCAGTTAATCAGATIGLG 762

o T T o, =

Sbjct 761 AAGCAGAGGCACTTGT TARATGETATTTTGCAGRGCARRARAGTTITCGTTGCC 702

Query 2086 CGEGECTGEACGTTCTGGCTTCATGECARRGRG l"£‘1"J:‘GE‘."‘A'DGCG'PP;"'GA‘PGCH}'FJ‘GGGP; 2145

LUV LU L L L L L L L] ]
Sbjot 701  GEGEGCTEGACGTTCTGGCTTCATGGCARAGRGTTTTGCTATGCGTATGATGCATATEGEA 642

Query 2146 ATCGRCGCTTATGTAGTCGGAGARACACTTACCCCGARTTACCARARAGRACATATCCTT 2205

CELLLLLL LR LU L LR R L L L
Sbjot 641  ATCGACGCTTATGTAGTGGGAGARACAGTTACCCCGAATTACGARAARGAAGATATCCIT 582

Query 2206 ATCATTGEATCGGGAACTGEEGARACCARATCCCTTCTARCTATGECGCAGARAGT] 2265

CELLLLLL LR L L L L] IIIIIIII.IIII
Sbjot 5Bl  ATCATTGGATCGGGAAGTGGGGARACGARATCGCTTGTAAGTATGECECAGARRGL! 522

Query 2266 AGTATCGEGGETAC I‘P. TTGCCGCTETCACGATCAACCCAGAGTC TACCATTGGGCARTTA 2325

LELLLLALELLT [LLELELLELELL L L L L L L] 1]
Shjct 521  AGTATCOGGGGTACTATTGCCGCTGTCACGATCAACCCACAGTCTACGATTGGGCAATTA 462

Query 2326 G{‘,GGEL"‘A"‘CG—TEAI‘TAAAA"G{.CEGGGAECLCIMAGHHAMICAGABGEGEGCGAEAEG 2385

CELLULALE LR L E LD L L L L] L
Shjct 461  GCGGATATCGICATTAARATGCCTGGGAGCCCTAARGATAAATCAGARGCGCGCGACACG 402

Query 2386 ﬁTrEMECAAlGGGCTCCl‘”AI‘I TEAGCAGRCATTATTATTGTTTTATGACGCCGTGATT 2445

[LELLLAL L CEJELELP LR UL L L L L L L
Shjct 401  ATTCAACCAATGGGCTCCTTATTTGAGCAGACATTATTATTGTTTTATGACCCCGICATT 342

Query 2446 O '1 GCGCT TCAI GEAAAACHRCCECTTACGATACGARGACCATGTATEECCGCCACGCRARE 2505

CLOL LR UL E L L L] L L]
Sbjct 341 OO TCATE AR ARCARCGACTTACATACCARCACCATG TATCACOOCCACECARRE 282

Query 2506 CTTGRATAR FAA”AETAGAGECAGGCHJ CARATARRBCCEARACCECTCAGTOGAARGACTE 2565

LLLLELR] LT [LEL UL L L L L LT L)L
Shjct 281  CTTGAATARTAATACTAGAGCCAGGCATCARATAARACGAAAGGCTCAGTCGARAGACTG 222

Query 2566 GGCCTTTCGTITTATCTETTGTTTGTCGOTEGARCGCTCTCTACT AGAG][‘.RE&CDGGCLC 2625

CULERLRL L] LD L LR L L L L] L |
Sbjct 221 GGCCTTTCGTTT ﬁI'CL'GL_1;.1.111.:-'1'.’_‘G(:1GR&LGC"‘E‘."‘E‘.rﬁL”ﬁGﬂGlt‘.RCﬁCDGGCIL 162

Query 2626 ﬂEC:i.'TCfl_:GﬁTLTTGTCT1_L.-_'ii-.l.’_'i_-.1._1.&‘1‘& 2654
[

Sbjct 161 ACCTTOGGETGGGOCTITCTGCGTTTATA 133
Our Achieved Fructose VR Sequence
>Fructosec32-vf2_A09.ab1
NNNNNNNNNNNNTANCTANAAAATAGGCGTATCACGAGGCAGAATTTCAGATAAAAAAAATCCT
TAGCTTTCGCTAAGGATGATTTCTGGAATTCGCGGCCGCTTCTAGAGAAGCTTAATTGTGAGCG
GATAACAATTGACATTGTGAGCGGATAACAAGATACTGAGCACATACGTATCACACAGGAAAGA
GGCCTATGACAAACACACAATCTGCTTTTTTCATGCCATCGGTGAATCTGTTTGGGGCTGGAAG
CGTCAATGAGGTAGGCACGCGTCTGGCAGACCTGGGTGTCAAAAAGGCATTATTAGTTACTGAT
GCAGGTTTACACGGATTGGGTCTTTCCGAAAAGATTTCAAGCATTATTCGCGCAGCGGGCGTAG
AAGTGTCGATTTTCCCCAAAGCAGAGCCTAATCCCACAGATAAAAATGTTGCAGAGGGCTTAGA
GGCGTATAACGCGGAAAACTGTGACTCCATTGTCACGCTGGGTGGCGGTTCCTCCCATGATGC
GGGGAAAGCGATTGCTCTTGTTGCGGCTAACGGGGGTAAGATTCATGACTACGAAGGGGTAGA
CGTTTCGAAAGAGCCGATGGTTCCCTTGATCGCGATCAATACCACTGCCGGAACGGGTAGCGA
GCTGACAAAGTTCACGATTATTACTGATACGGAACGCAAAGTCAAAATGGCAATCGTAGATAAA
CATGTTACTCCAACCCTTTCGATCAATGATCCAGAGCTTATGGTTGGGATGCCACCCTCGCTGA
CGGCCGCGACTGGCTTGGACGCACTTACTCATGCGATCGAGGCATACGTTTCAACCGGGGCG



ACTCCTATCACTGACGCGTTGGCAATCCAGGCGATCAAAATCATCAGTAAGTACTTACCACGTG
CTGTTGCGAATGGTAAAGACATTGAGGCCCGTGAACAAATGGCGTTCGCTCAATCACTTGCTGG
CATGGNCTTTAACAACGCNNNTTAGGATACGTGCATGCAATCGCCCATCAGTTGGGGGGATTTT
ACNATTTTCCGCATGGNNTGTGCAACGCTGNN

BLAST of our Fructose VR

gQuery 1 AAGCTTANTTEIGAGCGCATARCAATTOAC ATTETCAGCGOATAACARGATACTGAGCAS 6O
FEPRRTRTER R et e e e v e e e e e

Ebjeot 100 AACCTTAATTCTGACCOCATAACAATTCACATTCTCACCOOATARCARCATACTCAGCAC 159

Query 61 ATACCTATCACACACOARACACGCCTATCACARACACACAANTCTOCTTITTTCATSCCAT 120

RERANRY
Ebjct 160 AT hCG"ﬁTEhE.\EMthGEE"\TG.’LE.\.?LN:P-C.?LEMT GCTTITTTCATGCCAT 213

Quary 1311 COCTCAATCTCITIOCCCCTOOAMNICOTCANTCACO TROCCACCCOTCTCOCACARCCTOS 180
FRLERTETR R ER R e R e P e L e p i e i

Ebjot 220 OO TCAATCTE T TICOOCC TCOAACCO TCAATCACCS TACCCACCCCTCICECACACCTOG 279

Query 1B1 CICICAARAACOCATTAT TACTTACTOATOCACCTT TACACCCATTCCOTCTTTCOCAMRA 2410

Ebjoct  2B0 CIGICAARAACCGCATTAT TACTTACTCATOCAGCTT TRCACCGGATTCGOTCTTICCOGAMA 339

Quary 241 ACAITTCAACCAT AT ICGCCCAGCCCCCCTACARCS TCTCOATT 'I"'"CL'EC.i\."n.i‘l."C.i‘\C.H.EC 300

Ebjot 340 mﬂ?TTEL\DEﬁT'.‘h:‘TECECChEE_.GCEGTm"E C_.."n.T "“"EEL‘EM"L"C.?!.GJ‘I.CE 393

Query 301 CTARATCCCACACAT mx'x?r{:cn:n:c CCTTRACAGCCOTAT MECL‘GGM..“C'EETG 3ed

[
Ebjct 400 CTAATCCCACACRATAMARATCT TuEhG.ﬂ.uG..CT.."L_..’LGG CTATAACGCGGARARCTCTG 459

Quary 3Jel ACTCCAT TCT-Z\.C“'C'“'C""\.."ECC"‘_CE"&EE‘A"‘:."LT"C\..C-C"MEC.?\"‘T"C”CT c 420

Ebjoct  4e0 ACTCCAT TGT-:H.E‘GC"GCC'I\..CECC"'E‘E"‘EEE\"\..."LT«..C_.GCGMCGJ\"‘TCC"ET L'. 513

Query 421 TTCCOCCTARCCCOOC TAMGAT TCATCACTACCARCCCO TACACCTTTCOAAACACCCCGR 480

L1101
Ebjot 520 "'GCG"ETMEuGuG" RAGATTCATGAC TACGARG GGETAGACGTTTCGAARGAGOOGA 579

Quary 4B1 TCCITCCOTTOATCOCCATCAATACCACT C-EECCAMC"C”AEEG}\CE GACAARCTTCA 540

Ebjot  LEO TCCITCCCITOATCOCGAT E.N\TMLHC.GLCCHMCCUG"N:EGJ\GC thw'_"‘TI:h e33
Query 541 COATTATTACTGAT .':LC"GH.'L’ZEEW"TE.'IU\.“ G..CM"‘EG'“MJ\TL\.':;E&T":“M"E e00
I O L L e AN A VA 68
Quary G011 E.\_’l'I.ETCTTTT;\TE.?.ETT.\T‘{;ETC};L:ETT?TC'IZTT:?T&?:?T.V?C?TETC’?T&EC?TE? E&0
Ebjot 00 CARCC e I T IC oA T CAN T CATCCACACC T TATGC T TG CCATCCCACCCTCOCTOACCGOCG 753
Qguary bEel CCACTGGCT T‘:uhE?E\E_"ﬁCTEh"EE‘uT‘"EG\E_.C.ﬁ. ACGTT "‘MMC!?..GC...‘E_.M"E i)
Ebjoct  TeO EG.?ILE'L.ZEJ_ 'I‘:E.?ILEGE.‘li'_'J!.‘hC'LCJL”Eil—Eh“E'.I.'u\éué}l. .'!LELI'.'IIZ' 'II?‘E.'!LI!LCéELI'.éu&"'.'IUl' ll: B19
Quary 7211 CTAT C.i‘\ET".':;E"E‘E"‘"CCEM EEh:CC’h“Em':‘C.\.’:‘EAE AACTACTTACCACCT LI'. Ted
11 | | |
Ebjot  H20 E.J!L.éhl:'l!l“'.'I\ECll'G';':'Gil:C.'l'n.h.lI:l'_'.'.'n..Gllf".'l'L“E.fll..\.'I'n.h"\!'.\."Lml: .'I'Lh.l;'l!l'\ll"':".?ll.céhll:llz TG B73
Juery Bl I TGO AR TG TG AC AT TCACOCCC O TCARCARATCCCCTTCCCTCARTCACT TG B410
COLERTETEL TR R R R F R R LA R LR LR il

Ebjoct  HEO CICITOCEAATGCTAMMCGACATTCGACECCOCTOARCAARATOCCCTTCGCTCARTCACTIG 9339
Quary 341 CT TETJ\ TCCE T .'I'n.i‘.\l'_'fll..'\ll:_.EJ'I.EC-"‘_T\LI'.\..?'LT\?uT‘fE??ETﬂ?"?TE?ET‘TE?"T‘TEE L qul]
Ebjot 940 CIGCCATGONC I T TARC ARC CCN RN = T TAGCATACC TCCATGCAATCCCCCATCASTTOR o939
Query 901 :GDG."L"'_T_!L-'"M_""_E'CGEHTCCJ\UTG""EL\ECCTC 239

sSbjot 999 GGGGATITTACHAT T‘I".'E‘EGE&TEGENTu"EEMEGCTu 1037

MDH2 with Lac insert
CACGTGAATTGTGAGCGGATAACAATTGACATTGTGAGCGGATAACAAGATACTGAGCACA
TGCGCATCACACAGGAAAGAGGCCTATGACAAACACACAATCTGCTTTTTTCATGCCATCG
GTGAATCTGTTTGGGGCTGGAAGCGTCAATGAGGTAGGCACGCGTCTGGCAGACCTGGGT
GTCAAAAAGGCATTATTAGTTACTGATGCAGGTTTACACGGATTGGGTCTTTCCGAAAAGAT
TTCAAGCATTATTCGCGCAGCGGGCGTAGAAGTGTCGATTTTCCCCAAAGCAGAGCCTAAT
CCCACAGATAAAAATGTTGCAGAGGGCTTAGAGGCGTATAACGCGGAAAACTGTGACTCCA



TTGTCACGCTGGGTGGCGGTTCCTCCCATGATGCGGGGAAAGCGATTGCTCTTGTTGCGG
CTAACGGGGGTAAGATTCATGACTACGAAGGGGTAGACGTTTCGAAAGAGCCGATGGTTC
CCTTGATCGCGATCAATACCACTGCCGGAACGGGTAGCGAGCTGACAAAGTTCACGATTAT
TACTGATACGGAACGCAAAGTCAAAATGGCAATCGTAGATAAACATGTTACTCCAACCCTTT
CGATCAATGATCCAGAGCTTATGGTTGGGATGCCACCCTCGCTGACGGCCGCGACTGGCT
TGGACGCACTTACTCATGCGATCGAGGCATACGTTTCAACCGGGGCGACTCCTATCACTGA
CGCGTTGGCAATCCAGGCGATCAAAATCATCAGTAAGTACTTACCACGTGCTGTTGCGAAT
GGTAAAGACATTGAGGCCCGTGAACAAATGGCGTTCGCTCAATCACTTGCTGGCATGGCC
TTTAACAACGCAGGTTTAGGATACGTGCATGCAATCGCCCATCAGTTGGGGGGATTTTACA
ATTTTCCGCATGGAGTGTGCAACGCTGTACTTCTTCCCTACGTTTGTCGCTTTAATTTAATC
TCTAAAGTAGAACGCTATGCTGAAATCGCGGCGTTCTTGGGAGAAAACGTGGACGGCCTG
AGTACATATGATGCTGCTGAGAAGGCCATTAAGGCTATCGAACGTATGGCCAAGGATCTTA
ACATCCCGAAGGGGTTCAAAGAACTGGGAGCCAAAGAGGAAGATATCGAGACTTTAGCCA
AGAACGCGATGAAGGATGCTTGTGCTCTGACAAACCCTCGCAAGCCCAAGTTGGAGGAGG
TCATTCAGATCATCAAAAACGCTATGTGATAA

Our Achieved MDH2 VR Sequence

>Mdh21reverse-VR_D06.ab1
NNNNNNNNNNNNNNNNNNNNNNNAGCGCAGCGAGTCAGTGAGCGAGGAAGCCTGCATAACGC
GAAGTAATCTTTTCGGTTTTAAAGAAAAAGGGCAGGGTGGTGACACCTTGCCCTTTTTTGCCGG
ACTGCAGCGGCCGCTACTAGTATTATCACATAGCGTTTTTGATGATCTGAATGACCTCCTCCAA
CTTGGGCTTGCGAGGGTTTGTCAGAGCACAAGCATCCTTCATCGCGTTCTTGGCTAAAGTCTCG
ATATCTTCCTCTTTGGCTCCCAGTTCTTTGAACCCCTTCGGGATGTTAAGATCCTTGGCCATACG
T
TCGATAGCCTTAATGGCCTTCTCAGCAGCATCATATGTACTCAGGCCGTCCACGTTTTCTCCCA
AGAACGCCGCGATTTCAGCATAGCGTTCTACTTTAGAGATTAAATTAAAGCGACAAACGTAGGG
AAGAAGTACAGCGTTGCACACTCCATGCGGAAAATTGTAAAATCCCCCCAACTGATGGGCGATT
GCATGCACGTATCCTAAACCTGCGTTGTTAAAGGCCATGCCAGCAAGTGATTGAGCGAACGCC
ATTTGTTCACGGGCCTCAATGTCTTTACCATTCGCAACAGCACGTGGTAAGTACTTACTGATGAT
TTTGATCGCCTGGATTGCCAACGCGTCAGTGATAGGAGTCGCCCCGGTTGAAACGTATGCCTC
GATCGCATGAGTAAGTGCGTCCAAGCCAGTCGCGGCCGTCAGCGAGGGTGGCATCCCAACCA
TAAGCTCTGGATCATTGATCGAAAGGGTTGGAGTAACATGTTTATCTACGATTGCCATTTTGACT
TTGCGTTCCGTATCAGTAATAATCGTGAACTTTGTCAGCTCGCTACCCGTTCCGGCAGTGGTAT
TGATCGCGATCAAGGGAACCATCGGCTCTTTCGAAACGTCTACCCCTTCGTAGTCATGAATC

BLAST of our MDH2 VR Sequence



Quary

shijct 933
Quory 500
Shict 873
Quary 560
shjct 813
Quary 620
sbjot 753
Quary &GEQ
shict £%3
Quory 740
sbjot 633
Quary 200
shjct 573
Quory 260
sbjot 513
Quary 920
shjct 453
Quory  9EQ
Sbjct 3%3
Quary 1040
shjct 333
Query 1140
Shict 273
Quary 1140
shjct 213
Quory 1320
sSbjct 153

CATICATCAC TACCANCCC CTACACCTT IOCARKRCACCCOATCOTTCCCTTOATOCCOAT

CATICATGAC TACCAMCCOCTACACC TT TOCARACACCCCATCO TTCCCTTCATOCCOAT

CARTACCACTCCCOGAARC OO TACCCACC TEACARMNGT ICACCATTAT TRCTCATACCOR
PERERITRTE LR R R E LR L R R LR R

CARTACCACTCCCGOARC G GO TACCCAGC TEACARMGT TCACGATTAT TAC TCATACGGR

ACCCAMAC TCARAAMTCOCAATCOTACATARNCATCT TAC TCCAMCCCTITCOATCAATOR

ACGCAAAG T AAAATCCCARTCCTACATARMCATCTTACTCCARCCCTITCCATCARTOR

T ARG T TA TGO TTOCOATOCCACCO TOOCTOAC GCC OO COACTCCC TTGOACCCACT

TOCAGAGC T TATG O T T GECAT GO CACCC TOGCTGACGGC CCOOGACTGGC TTGLRACCSCACT

TRCICATCCOATCOACCCATACCTITTCAAMCCCCOCCCACTCCTATCACTCACCCOTTCOC 3

ThC IO AT CCA T CACCCATACC T TTCAACC OGO CAC TCCTATCAC TCACCCOT TOOC

AARTCCACCCOATCARMATCATCACTAACTAC TTACCACCTCCTOCTTCCOAATCOTARMGA

AATCCAGCCOATCAAMATCATCACTAAGTACTTACCACCTOCTOTIGOCARTGOTARAGR 57

CATICACCCCCOTOAMCAAATCCCOT TOCCTCAATCACT TOCTOCCATOCC CT TTANRC AR

CATIGAGCCCCOTOAAC ARATCCCCT TOCCTCAATCAC T TOCTOCCATOGC CT T TARC AR

COCAGETTTAGGATACCTGCATCC AN TCOCCCATCAGT TGEOGEGATT T TACANTT TTCC
FLATELERLERT R PR TR LR LA LR LT B LR LT T L]

COCACCTT TACGATAC GTCCATGCANTCCOCCATCACT IGOGEOGATT ITACAATT TTCC

CCATCOAC IO TOCAAC OO TCTAC T TCTTCOC TACCT TTE TCCCITTART TTARTCT CTAR

CCATGOAG IO TG AR G T T AC T T C TTCOC TACCTTTO TCCC T TTART TTAATCTCTAR

hCTMmC“hTGE"GM.ﬂ”CCEG"EC TCTTECORCARMACC TOCACCOCC TOMCTAC

hGTMuC“hTuC"Gm\_’L”CGEGECG 'I\.'“TuGCWG'I‘EGILEG’ECE‘TGhGTM L

ATATCATCCTCCTOACAROCCCAT TARCOCTATCCARCC TATCOCCARCCATC TTARCAT

ATARTOATCCTCCTOAC ARG GO CATTARGOCTATCCAACO TATCOOCARCCATC TTARCAT

CEEEMGGCC“'“:MME”GCGILCEC.\MG\?LHWT.?\TEMM T"'AEEE‘.?\.AEM

EEEGMGGUG“'IE'MLHGL\J:‘”GGU.?L_.CEI\MGILumTh GAGACT T"'."LG CRARGANL 3

COCOATCARCCATOCT TCTOC TCTCACAARCCC TOOCAMCCCCARS TTOCACCACS TCAT

CLCCATCARCCATOC T T TCC T TEACARAC CC TOCCARGC CCARSTTOCACCACTS TCAT

TCAGATCATCAARMCGCTATGTGATANTACTAG 1253
CUPRLRITRL R TR LR L A Tt

TCACGATCATCAARMACGCTATGTCATARTACTAG 120

Our Achieved MDH2 VF2 Sequence
>Mdh21-VF2_A06.ab1

NNNNNNNNNNNNNNNCTATAAANTAGGCGTATCACGAGGCAGAATTTCAGATAAAAAAAATCCT
TAGCTTTCGCTAAGGATGATTTCTGGAATTCGCGGCCGCTTCTAGAGCACGTGAATTGTGAGCG
GATAACAATTGACATTGTGAGCGGATAACAAGATACTGAGCACATGCGCATCACACAGGAAAGA
GGCCTATGACAAACACACAATCTGCTTTTTTCATGCCATCGGTGAATCTGTATGGTGNTGGACT
GNAGATGAAGTATCTNCNCGCCTGGGANNNCTGAGGGTATGTTNCGAGGAAGCAANGACGGN
AAGGGGTATGGATCCTCTCGTTTGANNCGTTTTCTTCNGCANTANTTNTCNTGATTATCATGATA
AAAATGAAAAGGATCTTTCACTACGCTAAAATCCTTTAAAAAAAAACANNAGACCACATTTTTTAT
TGAGGTCTTTTANTCTTCCCCTTGNNCACCCNTTANTTNTANNAAANCNNNTGGNNAAATTGCG

AT

BLAST of MDH2 VF2 Sequence

474

103%

108%

121%



Query 1 CnLGLGa—..ﬁ.l “GL*GAGCG&:A"'&-;"AAL l‘GnLA_ TGT GHG(.L—.GM.ML&AG—;J.J. q.l'.‘! "GAGC.H.I:‘ &0
Sbjct 97 CALGDG:—._QI “Gl‘EAGCGGA"‘An"‘Ml l‘GhLA"‘lErlG-!LGf_ aGAlMLﬁﬂﬁrﬂl ELE: "GAGE!-HLE‘ 156
Query 6l AJ.GL‘GCE';"'C ﬁCnCAGGMAGAG&:(.L la;GﬂnC%G&LALnA"'Cl‘G(."'l TT 1""I'.‘!.F|.1GCC.F|.1 120
Sbjet 157 AL‘GCGE‘:—J“C ﬁChL“AGﬁhAAGALGf_L laltrﬁﬂﬂ;ﬂnt‘m_ﬂf_ﬂ&"‘ﬁl‘ﬁf_ J.l rcamcml 216
Query 121 CGGJ.G.P.A"‘C “GI‘:.J.L—GG&:C "GG.FL 143

Sbjet 217 CG&:lGﬂn"‘t"‘\Glﬂlel"‘N"GGﬂ 2349

MMOYZ Final
TCACACAGGAAAGTACTAGATGTCGATGCTGGGGGAGCGTCGTCGCGGATTAACTGACCC
GGAAATGGCTGCTGTAATTTTGAAAGCCTTACCAGAGGCGCCACTGGATGGTAATAATAAG
ATGGGTTACTTTGTAACCCCGCGCTGGAAACGTTTGACCGAGTACGAGGCACTGACGGTC
TACGCCCAGCCTAATGCCGACTGGATCGCAGGTGGACTTGATTGGGGAGATTGGACCCAA
AAATTTCATGGCGGACGTCCTTCATGGGGTAATGAAACCACAGAATTACGCACGGTTGACT
GGTTCAAGCATCGTGATCCACTGCGCCGTTGGCACGCGCCATATGTCAAGGACAAGGCAG
AGGAATGGCGCTACACCGATCGCTTCCTTCAGGGCTATTCAGCCGACGGTCAGATTCGCG
CGATGAATCCGACATGGCGCGACGAGTTTATCAATCGTTACTGGGGCGCCTTTTTATTCAA
TGAGTATGGTTTGTTTAACGCACATAGTCAGGGTGCCCGCGAGGCATTATCCGATGTAACA
CGTGTTAGTTTAGCATTTTGGGGTTTTGATAAGATCGACATCGCCCAGATGATCCAATTGGA
GCGTGGGTTTCTGGCCAAAATTGTTCCAGGATTTGACGAGTCCACGGCAGTGCCGAAGGC
TGAATGGACGAACGGAGAAGTCTATAAATCTGCCCGTTTAGCCGTTGAAGGACTGTGGCA
GGAAGTGTTCGACTGGAACGAATCCGCGTTCTCGGTTCACGCAGTTTACGACGCATTGTTC
GGACAGTTCGTACGCCGCGAATTTTTCCAACGTCTGGCTCCTCGCTTTGGCGACAATCTGA
CCCCATTTTTCATCAACCAGGCACAGACGTACTTCCAGATTGCTAAACAGGGGGTCCAAGA
TCTGTATTATAATTGCTTGGGCGATGATCCCGAGTTTAGTGACTACAATCGCACGGTGATG
CGTAACTGGACAGGGAAGTGGTTGGAGCCCACCATTGCTGCTCTGCGCGACTTTATGGGA
CTTTTTGCTAAGCTGCCCGCTGGGACAACTGATAAAGAGGAGATCACAGCCTCGTTGTATC
GCGTCGTTGATGACTGGATTGAGGACTACGCTTCCCGTATTGATTTTAAAGCCGACCGCGA
CCAAATCGTTAAGGCTGTCTTAGCGGGCCTTAAGTGATACTACAGTCACACAGGAAAGTAC
TAGATGGCTAAATTGGGCATCCACAGTAATGACACTCGTGATGCGTGGGTCAATAAAATTG
CGCAATTAAACACGCTTGAAAAAGCTGCCGAGATGCTTAAGCAGTTCCGCATGGATCACAC
CACCCCGTTTCGCAATAGCTATGAGTTGGATAACGACTACCTGTGGATCGAGGCTAAGCTG
GAAGAGAAAGTAGCAGTCCTGAAAGCCCGTGCGTTCAACGAAGTAGATTTCCGTCACAAGA
CAGCTTTTGGTGAAGACGCGAAATCCGTATTAGACGGTACTGTAGCGAAAATGAATGCTGC
GAAAGATAAGTGGGAGGCGGAGAAAATCCACATCGGCTTCCGCCAGGCATACAAGCCACC
TATCATGCCAGTGAACTACTTCTTAGACGGTGAGCGCCAACTTGGAACACGCTTAATGGAG
TTACGCAATCTGAATTACTATGATACGCCTCTGGAGGAGTTACGCAAGCAACGTGGAGTGC
GCGTTGTTCACCTGCAGAGCCCCTGATACTAGAGCCAGGCATCAAATAAAACGAAAGGCTC
AGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTACTACAGT
CACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGTTTATA

Our MMOYZ Foward VF2 Sequence
>MMOYZ2forward-VF2_F06.ab1



NNNNNNNNNNNNTNNNNNNNNNNNNGGCGTATCACGAGGCAGAATTTCAGATAAAAAAAATCC
TTAGCTTTCGCTAAGGATGATTTCTGGAATTCGCGGCCGCTTCTAGAGTCACACAGGAAAGTAC
TAGATGTCGATGCTGGGGGAGCGTCGTCGCGGATTAACTGACCCGGAAATGGCTGCTGTAATT
TTGAAAGCCTTACCAGAGGCGCCACTGGATGGTAATAATAAGATGGGTTACTTTGTAACCCCGC
GCTGGAAACGTTTGACCGAGTACGAGGCACTGACGGTCTACGCCCAGCCTAATGCCGACTGGA
TCGCAGGTGGACTTGATTGGGGAGATTGGACCCAAAAATTTCATGGCGGACGTCCTTCATGGG
GTAATGAAACCACAGAATTACGCACGGTTGACTGGTTCAAGCATCGTGATCCACTGCGCCGTTG
GCACGCGCCATATGTCAAGGACAAGGCAGAGGAATGGCGCTACACCGATCGCTTCCTTCAGGG
CTATTCAGCCGACGGTCAGATTCGCGCGATGAATCCGACATGGCGCGACGAGTTTATCAATCG
TTACTGGGGCGCCTTTTTATTCAATGAGTATGGTTTGTTTAACGCACATAGTCAGGGTGCCCGC
GAGGCATTATCCGATGTAACACGTGTTAGTTTAGCATTTTGGGGTTTTGATAAGATCGACATCGC
CCAGATGATCCAATTGGAGCGTGGGTTTCTGGCCAAAATTGTTCCAGGATTTGACGAGTCCACG
GCAGTGCCGAAGGCTGAATGGACGAACGGAGAAGTCTATAAATCTGCCCGTTTAGCCGTTGAA
NGACTGTGGCAGGAAGTGTTCGACTGNAACGAATCCGCGTTCTCGGTTCACGCAGTTTACGAC
GCATTGTTCGGNCAGTTCGTACGCCGCGAATTTTTCCAACGTCTGGGNNN

BLAST of our MMOYZ Forward VF2 Sequence

guery 1 TCACACAICAARG TAC TAGATCTCEATEC TEOCGGOAGCETCOTCECEGATTAACTGACCE S0
PERTATERLEL IR R LA PR LR D AR R R PRI
shjct 100 TCACACAGCAAAGTACTAGATETCGATGCIGCECEACCGTOETOOCEGATTARCTIGACCE 158

Query al GOARMTCCC TG T TAMA T T T T EAAMC O CT TR CACASCCCCCAC TCOATGOTART ."n.h""h". 120
[ERTELET PRI ERL R R R R e b e A e e i
Sbjct 160 GOARATGOC TG I AN I T T OAMRAC CC T TACCACGARCGCCCCRACTGEATGOTRAT M“"l..\. 219

Query 121 GATGEGTTACTTICTAMCCCGCGCTCCAMCCTTITCACCGACTACCGACSGCACTEACGET 1R8O
LARTATRETRVER AR AR LR R R E LRI IR L LT L]
shjct 220 GATGGEGTTACTTICIAMCCCGCGCTCGAMCOGTITOACCGAGTACGASGCACTEACGET 278

guery 1B1 CTACGCCCAGCCTANTGCCGACTOGATCCCAGGTOOACTIGATTGOCCAGATTOORCCCA 240
| FELRRERLRRE R PR R PR LR R L LT |
Shict 280 CTACGCCCAGCCTAATGCCGACTGGATCGCAGETGGACTT GATTGGGGAGATTGGACCEA 339

Query 241 AAMATTTCATOCCCOACCTCCTTICATOOCOTAATOCAMAACCACACAATTACCCACCOCTTCA 300

Ebjot 340 AMAATTTCATOGCGOACCTCCTICATCOCOCTAATCAAACCACACAATTACCCACCOTTCA 3932

guery 301 CTOCTTCANGCATCOTGATCCACTGOOCCOTTGOCACCCOCCATATOTCAASGRCAAGSE 360
| FELRRERLREL R R ER R L R EL R R TR ELL ]
Shict 400 CTGGTTCARGCATCGTGATCCACTGOGCCGTTGEGCACGCGCCATATGTCAACGACAMGGE 458

Query 361 ACAGEAANTCGCSCTACACCOATCGCTTCCTTCAGGOCTATTCAGCCCACGOTCAGATTCD 420
FERLATRELRL R LA EER LR R LR L LA R ERE T
shjct 460 ACAGGARTGGOGCTACACCGATCGCTTCCITCAGGGCTATTCASCOCGACGETCAGATTOR 519

Query 421 C..EC-\.\"\_.M n:{'_m_.".":n:cc"'c ’LEL'..hET_"‘.h P ..."L"CC_""J\ETUG-"GEECC"T_“"."LT_ B0
| [EEILLET | FREERERTRETREEEr e il

Sbjct 320 C..CG?'L'I".'..‘L"I. C{'E.?Ll:h"EGCG{'uJ EG.huT__‘.h CAATCGTTACTGGEGCGCCTTT 'I.“"."LT_ g

Query 481 CAATCACTATOCTTIOTITARCCCACATAOTCACOOTOCOCCOCCACICATTATCCCATCET 5S40

HEELLT
shijct &80 CAATGAGTATGOITICTTTAACOCACATACTCACCOTGCCCOCGASOCATTATCCGATGT 635

Query 541 ANCACGTGTTACTTTAGCATTITGOCOTTITGATANGATCGACATCGCCCAGATCATCCR 600
[ELELT TR R B R R R R L LT
Shict 640 AACACGTGTTAGITTAGCATTTIGOGGITITCATAMGATCGACATCGCCCAGATGATCCA 698

fuery £01 ATICOAGCCTOCGTITCICOCCAMMATICITCCACCATTICACCACTCCACCOCAGTOCC 660
LERLATET | FLLERERERRL LR R B PREE L EL R I RELT ]
Shiot 700  ATTCGAGCOTGOGTTTCTGOCCARAATIGITCCAGEATTIGACCAGTCCACGGCAGTEOD 158

guery 661 CAMCOCTOANTCGACCAACCCAGAMCTCTATAARTCTOCCCOTTIACCOOTIGMAGCACT 7120
11l I 1] [ 1] FECELRREEERT LRI EL L RTLL ]
Shict 760 GAAGGCTGAATGGACGAACGGAGAAGTCTATAANTCTGCCCGTTTAGCCGTTGAANGACT 818

guery 721 CTOCCAGOAACTOTICOACTOOAACOAANTCCOCOTTCTCOOTICACCCAGTTTACCACOC 780
ENRRNEE | LU REREERLELERE LR PR LRI E LT
shjot 420 GCTGCCAGGAAGTGTTCGACTGRAACGAATCCGCSTTCTCGGTTCACOCAGTTTACGACGE 478
guery 7Bl ATICTTCOCACAGTICOTACCOCCCCANTTTITCCAACCTCTON  £24
| T

| RN AR RN RN RN SARY
Shict 880 ATTGTTCGGNCAGTTCGTACGCCGCGAATITTTCCAMCGICTGE 923



Our MMOYZ Reverse VR Sequence

>MMOYZ2reverse-VR_HO06.ab1l
NNNNNNNNNNNNNNNNNNANGANNNNNNCGAGTCAGTGAGCGAGGAAGCCTGCATAACG
CGAAGTAATCTTTTCGGTTTTAAAGAAAAAGGGCAGGGTGGTGACACCTTGCCCTTTTITTIGCC
GGACTGCAGCGGCCGCTACTAGTATATAAACGCAGAAAGGCCCACCCGAAGGTGAGCCAGT
GTGACTGTAGTAGAGAGCGTTCACCGACAAACAACAGATAAAACGAAAGGCCCAGTCTTTCG
ACTGAGCCTTTCGTTTTATTITGATGCCTGGCTCTAGTATCAGGGGCTCTGCAGGTGAACAACG
CGCACTCCACGTTGCTTGCGTAACTCCTCCAGAGGCGTATCATAGTAATTCAGATTGCGTAAC
TCCATTAAGCGTGTTCCAAGTTGGCGCTCACCGTCTAAGAAGTAGTTCACTGGCATGATAGGT
GGCTTGTATGCCTGGCGGAAGCCGATGTGGATTTTCTCCGCCTCCCACTTATCTTTCGCAGCA
TTCATTTTCGCTACAGTACCGTCTAATACGGATTTCGCGTCTTCACCAAAAGCTGTCTTGTGAC
GGAAATCTACTTCGTTGAACGCACGGGCTTTCAGGACTGCTACTTTCTCTTCCAGCTTAGCCT
CGATCCACAGGTAGTCGTTATCCAACTCATAGCTATTGCGAAACGGGGTGGTGTGATCCATG
CGGAACTGCTTAAGCATCTCGGCAGCTTTTTCAAGCGTGTTTAATTGCGCAATTTTATTGACC
CACGCATCACGAGTGTCATTACTGTGGATGCCCAATTTAGCCATCTAGTACTTTCCTGTGTGA
CTGTAGTATCACTTAAGGCCCGCTAAGACAGCCTTAACGATTTGGTCGCGGTCGGCTTTAAAA
TCAATACGGGAAGCGTAGTCCTCAATCCAGTC

BLAST of our MMOYZ Reverse VR Sequence



Query 1103 GACTOOATIOMIGACTACGCTTCCCOTATTGATITIAAAGCCOACCOCGACCAAATCGIT 1162
shjct 489 ,Aé c,.é Chuéﬁﬁ"\éuc"_écci_L “CAT‘“"hlAE ccnz"ccuhﬂcnnh"cé‘" B30
Quesy 1163 AAGGCTOTCTTACCOSOCCTTAASTOATACTACACTCACACACCAMACTACTAGRTOCCT 1221
shict 819 nnécé"chéﬂ\éc&:céc;“\ici:néﬂﬁ"\é\é"ELcﬁ:ﬂécﬂhﬁé‘iﬂ*ﬁ:ﬂ"&éc; 774
Query 1221 AMATTOOCCATCCACAGTAATGACACICOTOATGLOTCOOTCAATAMMTIGECCIATEA 1282
shjct 769 hﬁi "c:c_h"ccwcnuT\h":Acn"‘c:":nTucJHCUCHC[mﬂnhnn“"céucnhT ™ 714
Quesy 1283 AACACCOTICAMAMAGCTCCCOASATOCTTAMCCASTTCCOCATCOMTCACACCACCCCS 1342
shict 709 nné\ﬁ:ci‘&nninﬂ:ci’é::lci"’é-$nnécicéicécél-éfil"icﬂécﬂcéé"é 650
Query 1343 ""'fl:n:{:.‘._I nHCT\"F\T‘"::n hhc?nF"\ﬁCHc"cun"cTnﬁdFT\AHCTuanTnL 1402
shjoct 649  TITCOCARTAGCTATCACTTGCATAMCGACTACCTCTGCATCGAGCCTARCCTGGARGAS 590
Quesy 1403 AMAGTACCACTOCTOAANGCCOCTOOOTICAACGAMOTACATTICCOTCACARGRCACCT 1453
shict 58% nni’;n’éﬂﬁ""é-&nni:é:cé-ééc%-énné*ihéLhﬁnLL-EHél"iciiFﬂcﬂéc; 530
Query 1453 "'Tuc"c?nsncchnnn C"’Tnf"w$nc:cT\n“cTﬂﬁucTnnnf$nn"GT TGCCAMA 152
shict 528  TITGETGAAGACGCGAAATCCGTATTAGACGOTACTGTAGCGAARATGAATGCIGCGAML 470
Quesy 1523  CATAACTCOCACCCOSACARMATCCACATCOOCTTOCCCCACCCATACAMCCCACCTATC 1541
shict 469 énLAﬂ:-é:&n:éc&:néninnlcénc;-E::é-icéécénéécﬂ"iéwhséénﬁcél-é 414
Guery 1583 ATOCCAGTGANCTACTICIIAGACGTGAGCOCCAACTITOUAMCACOCTTAATGGAOTTA 1642
I

shjct 409 AT chcnuTuhAchc"'é‘"n_&cc:?cnsruc_hhcl'c,hnCthc‘“nATuchT TH 350
Quesy 1643 COCAATCTOAATTACTATCATACSCCTCTCOACGASTTACCCAACCRACGTGOADTOCGC 1701
shict 34% écéni“ci:hn‘%\ﬁ"\4ciﬂnécéc-é-&:nécicéi\Ecélnﬁcilcéﬂéénﬁ"ééFé 290
Quecy 1703 :TTGT:CTCC"GCﬁEhuCECE“GA"hCT\EhuCChdGC\"”hﬂﬁFhAAJEdhﬂﬁﬂuCTuh 1762
shjot 289 __TC“”C&EC"CC\EhuEhCC_éﬁﬁhClhﬂhuChhdCé\"WhJWfﬂﬁﬂﬁﬂdhﬂAEJCTEh 230
Duesy 1763 CTCOAMACACTOSGCCTTICOTTITATCICTIOTTTOTCOOTCARCOCTCTCTACTACAS 1821
shict 229 F-AGAhAAnt":é:&ﬂ-i-é:-é-;n-é-&“-é-i"Eécécgénﬂﬂéé-é:ELnﬁ?héné 174
Query 1823 TCACACIGOCTCACCTICGOCTGGGOCTITCTGCOTITATA 1863

| | | | | 11111
thict 168  TCACACTGGCTCACCTICGGGIGGGCCTTTCIGOGTTTATA 128

RFP Fructose Final Insert
CAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCACGACA
GGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCTCACTC
ATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAG
CGGATAACAATTTCACACATACTAGAGAAAGAGGAGAAATACTAGATGGCTTCCTCCGAAG
ACGTTATCAAAGAGTTCATGCGTTTCAAAGTTCGTATGGAAGGTTCCGTTAACGGTCACGA
GTTCGAAATCGAAGGTGAAGGTGAAGGTCGTCCGTACGAAGGTACCCAGACCGCTAAACT
GAAAGTTACCAAAGGTGGTCCGCTGCCGTTCGCTTGGGACATCCTGTCCCCGCAGTTCCA
GTACGGTTCCAAAGCTTACGTTAAACACCCGGCTGACATCCCGGACTACCTGAAACTGTCC
TTCCCGGAAGGTTTCAAATGGGAACGTGTTATGAACTTCGAAGACGGTGGTGTTGTTACCG
TTACCCAGGACTCCTCCCTGCAAGACGGTGAGTTCATCTACAAAGTTAAACTGCGTGGTAC
CAACTTCCCGTCCGACGGTCCGGTTATGCAGAAAAAAACCATGGGTTGGGAAGCTTCCAC
CGAACGTATGTACCCGGAAGACGGTGCTCTGAAAGGTGAAATCAAAATGCGTCTGAAACTG
AAAGACGGTGGTCACTACGACGCTGAAGTTAAAACCACCTACATGGCTAAAAAGCCGGTTC
AGCTGCCGGGTGCTTACAAAACCGACATCAAACTGGACATCACCTCCCACAACGAAGACTA
CACCATCGTTGAACAGTACGAACGTGCTGAAGGTCGTCACTCCACCGGCGCTTAATAACG
CTGATAGTGCTAGTGTAGATCGCTACTAGAGCCAGGCATCAAATAAAACGAAAGGCTCAGT



CGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTACTAGAGTCAC
ACTGGCTCACCTTCGGGTGGGCCTTTCTGCGTTTATATACTAGAGAAGCTTAATTGTGAGC
GGATAACAATTGACATTGTGAGCGGATAACAAGATACTGAGCACATACGTATCACACAGGA
AAGAGGCCTATGACAAACACACAATCTGCTTTTTTCATGCCATCGGTGAATCTGTTTGGGG
CTGGAAGCGTCAATGAGGTAGGCACGCGTCTGGCAGACCTGGGTGTCAAAAAGGCATTAT
TAGTTACTGATGCAGGTTTACACGGATTGGGTCTTTCCGAAAAGATTTCAAGCATTATTCGC
GCAGCGGGCGTAGAAGTGTCGATTTTCCCCAAAGCAGAGCCTAATCCCACAGATAAAAATG
TTGCAGAGGGCTTAGAGGCGTATAACGCGGAAAACTGTGACTCCATTGTCACGCTGGGTG
GCGGTTCCTCCCATGATGCGGGGAAAGCGATTGCTCTTGTTGCGGCTAACGGGGGTAAGA
TTCATGACTACGAAGGGGTAGACGTTTCGAAAGAGCCGATGGTTCCCTTGATCGCGATCAA
TACCACTGCCGGAACGGGTAGCGAGCTGACAAAGTTCACGATTATTACTGATACGGAACG
CAAAGTCAAAATGGCAATCGTAGATAAACATGTTACTCCAACCCTTTCGATCAATGATCCAG
AGCTTATGGTTGGGATGCCACCCTCGCTGACGGCCGCGACTGGCTTGGACGCACTTACTC
ATGCGATCGAGGCATACGTTTCAACCGGGGCGACTCCTATCACTGACGCGTTGGCAATCC
AGGCGATCAAAATCATCAGTAAGTACTTACCACGTGCTGTTGCGAATGGTAAAGACATTGA
GGCCCGTGAACAAATGGCGTTCGCTCAATCACTTGCTGGCATGGCCTTTAACAACGCAGG
TTTAGGATACGTGCATGCAATCGCCCATCAGTTGGGGGGATTTTACAATTTTCCGCATGGA
GTGTGCAACGCTGTACTTCTTCCCTACGTTTGTCGCTTTAATTTAATCTCTAAAGTAGAACG
CTATGCTGAAATCGCGGCGTTCTTGGGAGAAAACGTGGACGGCCTGAGTACATATGATGC
TGCTGAGAAGGCCATTAAGGCTATCGAACGTATGGCCAAGGATCTTAACATCCCGAAGGG
GTTCAAAGAACTGGGAGCCAAAGAGGAAGATATCGAGACTTTAGCCAAGAACGCGATGAA
GGATGCTTGTGCTCTGACAAACCCTCGCAAGCCCAAGTTGGAGGAGGTCATTCAGATCATC
AAAAACGCTATGTGATAAGTGGAGATACATACGGGGATCCTGATCTGTCACACAGGAAAGA
CCGGTATGGAGTTACAATTAGCTTTAGATTTGGTTAACATCGAAGAGGCTAAACAAGTGGT
GGCTGAAGTCCAGGAGTACGTCGATATTGTTGAAATCGGGACCCCCGTCATCAAGATCTG
GGGCTTACAGGCCGTTAAAGCCGTGAAGGATGCCTTCCCACATCTGCAAGTCTTAGCCGA
CATGAAGACCATGGATGCTGCCGCATACGAGGTGGCGAAGGCCGCGGAACATGGCGCAG
ATATTGTTACGATCCTTGCAGCGGCAGAGGATGTATCGATTAAGGGCGCCGTGGAAGAAG
CAAAAAAGTTAGGGAAAAAAATCCTGGTGGACATGATCGCTGTAAAAAACTTAGAAGAACG
TGCTAAGCAAGTTGATGAGATGGGCGTTGACTATATCTGCGTGCATGCAGGGTATGACTTG
CAGGCTGTTGGCAAGAACCCTTTAGATGACCTGAAGCGCATTAAGGCGGTGGTGAAGAAC
GCCAAGACAGCCATCGCCGGTGGAATCAAGTTAGAGACTTTACCAGAGGTTATCAAGGCT
GAACCTGACTTGGTCATTGTAGGGGGTGGCATCGCTAATCAGACCGACAAGAAGGCAGCC
GCTGAGAAGATTAACAAACTGGTCAAGCAAGGGTTGTAATAAAATATTTCACACAGGAAAG
GCCGGCATGCTTACCACCGAGTTCTTAGCCGAAATCGTAAAAGAGCTTAACAGCTCAGTTA
ATCAGATTGCGGATGAGGAAGCAGAGGCACTTGTTAATGGTATTTTGCAGAGCAAAAAAGT
TTTCGTTGCCGGGGCTGGACGTTCTGGCTTCATGGCAAAGAGTTTTGCTATGCGTATGATG
CATATGGGAATCGACGCTTATGTAGTGGGAGAAACAGTTACCCCGAATTACGAAAAAGAAG
ATATCCTTATCATTGGATCGGGAAGTGGGGAAACGAAATCGCTTGTAAGTATGGCGCAGAA
AGCTAAGAGTATCGGGGGTACTATTGCCGCTGTCACGATCAACCCAGAGTCTACGATTGG
GCAATTAGCGGATATCGTCATTAAAATGCCTGGGAGCCCTAAAGATAAATCAGAAGCGCGC
GAGACGATTCAACCAATGGGCTCCTTATTTGAGCAGACATTATTATTGTTTTATGACGCCGT
GATTCTGCGCTTCATGGAAAAGAAGGGCTTAGATACGAAGACCATGTATGGCCGCCACGC




AAACCTTGAATAATAATACTAGAGCCAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGA
CTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTACTAGAGTCACACTGGCT
CACCTTCGGGTGGGCCTTTCTGCGTTTATA

Our Achieved Fructose with RFP VF2 Sequence

>Fructosec3rfp1-VF2_C10.ab1
NNNNNNNNNNNNANNTATNAAATAGGCGTATCACGAGGCAGAATTTCAGATAAAAAAAATC
CTTAGCTTTCGCTAAGGATGATTTCTGGAATTCGCGGCCGCTTCTAGAGCAATACGCAAAC
CGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCACGACAGGTTTCCCGACT
GGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCTCACTCATTAGGCACC
CCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAA
TTTCACACATACTAGAGAAAGAGGAGAAATACTAGATGGCTTCCTCCGAAGACGTTATCAAA
GAGTTCATGCGTTTCAAAGTTCGTATGGAAGGTTCCGTTAACGGTCACGAGTTCGAAATCG
AAGGTGAAGGTGAAGGTCGTCCGTACGAAGGTACCCAGACCGCTAAACTGAAAGTTACCA
AAGGTGGTCCGCTGCCGTTCGCTTGGGACATCCTGTCCCCGCAGTTCCAGTACGGTTCCA
AAGCTTACGTTAAACACCCGGCTGACATCCCGGACTACCTGAAACTGTCCTTCCCGGAAGG
TTTCAAATGGGAACGTGTTATGAACTTCGAAGACGGTGGTGTTGTTACCGTTACCCAGGAC
TCCTCCCTGCAAGACGGTGAGTTCATCTACAAAGTTAAACTGCGTGGTACCAACTTCCCGT
CCGACGGTCCGGTTATGCAGAAAAAAACCATGGGTTGGGAAGCTTCCACCGAACGTATGT
ACCCGGAAGACGGTGCTCTGAAAGGTGAAATCAAAATGCGTCTGAAACTGAAAGACGGTG
GTCACTACGACGCTGAAGTTAAAACCACCTACATGGCTAAAAAACCGGTTCAGCTGCCGGG
TGCTTACAAAACCGACATCAAACTGGACATCACCTCCCACAACGAAGACTACACCATCGTT
GANAGTACGAACGTGCTGANNNCGTCACTCCACCGGNGCTTNATAACGCTGATANNGCTA
NTGNANNTCGN

BLAST of our RFP + Fructose VF2



Query 1 CAATACOCAMACCOCCTCICONCOOOCGTTOGCCOATTCAT TANTGCAGCTGOCACGACA 60
CEPLLLRTRREEL R EE R R e R e L e e

Shjot 99 CAAT AECEWL'L'CCC CICCCCGCoCCT "‘\.."E‘EC.?\"“I‘E.":.""‘M"\..C"l."C"G-CEhEC.?I.E."‘L 154

Quary &1 CoTITCCOGAC TCOAMACCOCOCAC TOACCOGCARCCCARTTAAT G"‘G.?LGT‘"."-EC"\.":E C 1243

111
Ebjct  15% CET""‘ECC‘L’..’L\. CUMECCGC\E“GILCE"EME_.C.?L.‘."'"A.I'L_G GRGTTAGCTCACIC 214

Query 121 ATTAGGCACCCCAGGCTITT ."LE.\L'_"“".?'LT"C"‘_El:G-_.CTEG-"'.’LTGT"GTu"\..G.ﬂ..'\T"GTu.’L 180

Ebjot 219 ATTACCCACCCCAGCCTITT .'LL?;C_""'".HT"C"‘"E‘EC-"CTEC"."LT"T"CTC"‘-_.G}"_.'\"‘"C-T"A 274

Quary 1Bl CCCEOATAARCAMTTTCACACATACTACACARMIACCACARMATACTACATOGCCTTCCTCCOGA 240

sbjeot 279 n..Cil:"h"\.?l.L'M"T TCACRCATACT h_.mcn’chcm“"nr AGATGGCTTCCTCOGA 338
Query 241 AGRCGTIAT Cmﬂh:“TE?:‘GCG"“’.‘“C‘WGT_E:T.?L_GG.'L?LEG"TL'G""‘M\E_.GTE.':L 309
Shjot 3319 .i‘\C.?LEL.l"'_h C.i\."n.?ll.".'l'r" '!!Z‘E."n"‘{'.i'""‘"_i'.i‘\.'l\.h"'!ll‘ é"':ll"l'l. LIT".'I'n_'l'I.CL.l"Tl'!‘ELIZ”'LPIL'\AI:"é'LE.':L 398
Quary 301 -"'EJ'LGT"EGI\.'IU\ COAMDCIOAMNGOTOARCCTCCT CCG'“M..MGL.:"M:‘E?}\G«\CECET“ 164
B 40 D e L LN TGS o
Query 36l .!‘-ETG.:MJT__TP-L'T'\THET i.l'.G_TELI'.‘E"TECG_TE?E"TGTuﬁh?"ETu?ElIZTETCﬁ 'JI[' 424
Shjot 459 ACTCAMMC TTACCAMMOCICOOTCCODTCCOOTTCGC TTOOCACATOCTOTCCCCOOACTT 518
Quory 421 "EILG?J\EC":‘”ECM"E"“J\EG"“J\.\J‘LL‘N:L‘E"GL"'L'.H.CJ\"L‘E!?_.L'..?I.L“:'.hEE GAARCT 420
sbjeot 519 xE.?IL:'E'hEll:u'iTCi"\.'I\.hullf"Lj\Eil:_lj\.\JILL‘.'I'n{:f_'l!_cé{:'l'v.l'nﬂ.éh'lécé{:tl'.fltc'l'hll:i' LI'..h.'I'n.l‘lu'_"l' 574
Query 4Bl oT '__E?"EEL‘GJ“EG"_TEFMTGE-\.JJLEG"‘GT .’L"Gh.ﬁE"';fu.':LhGhL'Gu'IGu'\J"TuT 340
Ehjot 579 aT C‘ET"EE‘ELI'.-_..\.?L".I'."‘_TEM‘L':!Z“'C_.."..Pll.EC"‘"':I[‘ .'I'n"ll I”""l“'.'i'n.h'.l'.\i!l.c'.l'.-'_'l‘vl:u.l._.'!'l"'T B34
Quary 541 "MI’.‘L.:"".?LE?E.\E-\...";’“EE"‘EEC CCAROACOCTIGACTICATCT .':;{'M..\L'."‘"‘h..“-"‘"tcc- Jali]
sbhjot 639 "‘J‘n.!!_EG"".?ILECE.\JIZ-\...'IiC LEJ‘EEIIT LI'.-E.\.?ILG.'I'LC..AI: LI'.hé'l' éh'!i' .'I'n{:.'l'n.?ll.N.l'."'JIZ"I'l..'\.'I'n{:'Ll:Eé -1 ]
Query 601 TGGT .’LEEME"'_L'EC:_EEI.ITHEGU"\LCGG“”?LTL.EP-GCL._&_._:I.._CE?LT-\..G:_TEG_.M-\..E 1-1]
Shjot 699 "“"IZ ."LEE'-'UU:"_L'EC" lIZEC.i“.Eé""“-Eﬂil:E'.!.“"\L’éhmufi‘l‘ﬂérl'l‘céuﬂcé 154
Quary  &&l "‘EE.’L{!EG}\.':LCUT'\W'_?LEECCW’\EGG"GE'C”GM'L_.C-TH.':L?\.&TEM GCGTCT 720
sbhjeot 759 "‘i‘cm:cn!‘..u{:"l‘n’l\:‘rllcécci_l'u\;._.m!"'é"cn!‘ é”LIT.?Ih\.'I'L"L.l-'l".'I\.hJI\'IIL'E.'IU\.'I'u‘IL LI'.CLI'.'Jli'E'l' 814
Query 721 E\ME"GM’L__..\EEG"EG E.NZT‘U:_u\EulE"Gm\E”TMECME'“nE.:L”GGCJ.h."l.?l..\? -1
Ehjot 819 Cﬁ.?lL?.é"C'-!U'u'l'n_.?J!'CLI'."‘Eil: éhﬂ'ﬁll‘ﬁéuﬁll"'é”"’l'l.ﬁll'."‘IJ!LH.'!nMi_HéE'L.i!LE;L"LI?l:EJI.h.'LI!Lh'L B7H
Quary TEBE1 -"EE\..G""E'.'U?C CI’.‘EGCC'C-""T\EJ\.\.?L.\EC“PEh”tm{:'l‘:u.':n{:hTE.:nCETEEC.ﬁE“ B40
sbhjot 879 hci_ui:"' J‘.Né\_ il:!'_'ll:{:f.i.l: é:"l‘héh\.?llu\é{:clc.'li"é.?II.\.'!LCJVISH;LE.'!L'IIL'E;L"lII'LClIIC.'Llﬂ\.'!L 938
Query 34l CORACACTACACCATCGTT i.l'.\h\l_'\ﬂ"\f{n"l.hl:c- GE“G.“"G-TEG"C]‘LI’.‘TECILEC..LI?EuF 904
Ehjot 9315 LC.?I..\L.L?\ETM.?\I’.‘E'\"‘E"'L TOANH .N.I'."‘?Jl"'.'l'n.hﬂil:"c{!""_l'.ﬁh‘:"\ E'..l"é.i!I.E'i‘Ell:J!l.l:ll:"C\"é L1
Quary 901 TTAATAANCGCTCATACIGCTAGTO 224

| |
Ebjct 997 TTHATAACCCTCATAMHCCTARTG 1020

Our Achieved Sequence of Fructose with RFP VR Sequence

>Fructosec3rfp1-VR_D10.ab1
NNNNNNNNNNNNNNCNNACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCCTGCATAACG
CGAAGTAATCTTTTCGGTTTTAAAGAAAAAGGGCAGGGTGGTGACACCTTGCCCTTTTTTGCCG
GACTGCAGCGGCCGCTACTAGTATATAAACGCAGAAAGGCCCACCCGAAGGTGAGCCAGTGTG
ACTCTAGTAGAGAGCGTTCACCGACAAACAACAGATAAAACGAAAGGCCCAGTCTTTCGACTGA
GCCTTTCGTTTTATTTGATGCCTGGCTCTAGTATTATTATTCAAGGTTTGCGTGGCGGCCATACA
TGGTCTTCGTATCTAAGCCCTTCTTTTCCATGAAGCGCAGAATCACGGCGTCATAAAACAATAAT
AATGTCTGCTCAAATAAGGAGCCCATTGGTTGAATCGTCTCGCGCGCTTCTGATTTATCTTTAGG
GCTCCCAGGCATTTTAATGACGATATCCGCTAATTGCCCAATCGTAGACTCTGGGTTGATCGTG
ACAGCGGCAATAGTACCCCCGATACTCTTAGCTTTCTGCGCCATACTTACAAGCGATTTCGTTT
CCCCACTTCCCGATCCAATGATAAGGATATCTTCTTTTTCGTAATTCGGGGTAACTGTTTCTCC




CACTACATAAGCGTCGATTCCCATATGCATCATACGCATAGCAAAACTCTTTGCCATGAAGCCA
GAACGTCCAGCCCCGGCAACGAAAACTTTTTTGCTCTGCAAAATACCATTAACAAGTGCCTCTG
CTTCCTCATCCGCAATCTGATTAACTGAGCTGTTAAGCTCTTTTACGATTTCGGCTAAGAACTCG
GTGGTAAGCATGCCGGCCTTTCCTGTGTGAAATATTTTATTACAACCCTTGCTTGACCAGTTTGT
TAATCTTCTCAGCGGCTGCCTTCTTGTCGGTCTGATTAGCGATGCCACCCCCTACAATGACC
NAGTCAGGTTCAGCCTTGATANNTCTGGGTAAAGTCTCTAACTTGNTTCCACCGGCGATGGCTG
TCTTGGNNTTCTTCACNN

BLAST of our RFP Fructose VR Sequence

Query 2B41 E'ML‘G{!EMEP\L‘J'LECEHTECCECG"ECMTEM:T:‘AE}\E\?\CT TACC-ACRCOT 289%

Sbjct 1026 G Eﬂ.ﬁuMN\CI’.‘.ﬁ..\ChEhGL‘-EﬁTI'.'DLL‘EE'I\.."M.\"CMGT; AEHEMT"TJ\EE‘E.’LC.’L HH  Yed

Query 2500 "ﬁTEMuGCIﬁMEE"EhET"‘GG CAT TETP-EGGGG"GGCI\'I\:‘EC”M ChGJ‘I.I:En_..’LL'M 2954

Ehijot 96T “ATEMECE'I‘..MEETEJ‘LET’NEC CAT TET.hEC"DuTCCChTC‘EC”M_‘Cm COAMCRA 903

Query %60 CAAMGCCACCCCCTOACARCGATIAACAAACTCOTCAMGCARCCCTTOTAATAARATATTIC 3101%

Sbjct 907 CARCCCACCCCCTCACARCATTAACAMAC TOO TCAMCCARSCCTTOTAATAARATATTIC B4

Query 3020 MhEhﬂGmE‘CGEEh"G’E T.Fu:ﬂi'u:‘l:GhET"C"ThECEGM’L"CG"MEhECT h 3079

Ehijot 847 hEhEhﬂEmC‘EG{:Eh"CE TACCACCCAGTT C"‘"‘.?L"CEL'.M"L ."n.i\."n.l'l."‘."nECT"h 84

Query J0BF ACACCTCACTTAATCACATTCCCOATCACCAACCACRCCCACTICTTAATCOTATITTGOC 3135

Sbjct  TBT ACRCCTCACTTAATCACATTCCCOATCACCAACCACACCCACTTCTTAATIGCTATTTTGE 728

Query 3140 M.?LECMET"T”EG""‘EEE‘GME‘ GEN:ETC‘CTEGE"TE.’L”GGEW""T"G j19%

shijot 727 ACRGCAARANACTT 'I"'"EC'."I‘\..EE‘CG"'_.CE C-'_"..".J:‘E'I“"CT"GE"'I‘I'_'.'\ GGCAARSAGTTTT E&d

Query  JI00  CTATCOOTATCATOCATATOGOANTCOACCGCT THTET.?L"I‘GME.’LC"TMECCC& IXLH

Sbjct  &ET "_.?l. E-EET?;'I.\'.'.HTEEJ"\. ATCCOAATCCARCCCT T.ﬂTL.T.?LﬂTCCEﬂEMEhC'ITMECE‘Eh BOH

Query 3260 h?TM-mEMEhThTCCTTﬁTEﬁTTGE?LTEGGGME"GGEGWCMTEECTTG 131y

Ehijot  &07 ATTACCARAMAGANGATATCCTTATCATT C-'_".."..TEG-CCME GOEGAARCGAARTCCCTIC 544

Quexy 3320 TMGT}\IEECEILEMCTJ\.\EHETJ\TEGECGETﬁETﬁ""GEEGCTE EhEGﬁ"‘EMCC 1379

Sbjct 547 "'.?\.I'I.L'.T.h CuEuEhGhMGETm_.\TL‘CJUDE'"J\ET\T"GE'EGE'V:"EJ\EGHTEMEC q8d

Query 3380 CAGAGTCTAC JT"GEECM““J‘LEC"JE.?L".’L"‘EG"ChTTWTuCC'IEEGhGC‘EE”.’ME 3439

SEhiot 4BT7 CACAGTCTACTATIGCCCANTTACCGOAT h"‘EL‘. C.hTI'WTCCE'IEEGhGE‘EE”AME 424

Query 3440 ATAAATCAGAAGCOCCCCOACACCATTCAMACCART L'.-..GE' CCTTATTTCAGT. ."n.E.ﬂ.EJ"L'I'I‘\T 3495

Sbjct 427 n"rm.n"cncmccucccm.ncmrﬂcm.cm L'.-"L'.-E‘ EL"'I‘J\T"‘"EHEL.’:EHEJ‘L’I'I‘A iy

Query 3500 TATT G-"'"T"."L"‘EJ'I.IZGEEG"GP- TCTGCGCTICAT GG.’M’LJMEGECT"M.’LTME.’L&E.’L 1554

Ehijot 367 "AT"C"“T".";"‘CJ‘I.EGEEC"CJ\ TCTCCGCTTCAT CCWMCCCCT"M&T\ECME& 108

Query  J560  COATCTATOGCOCCCCACCCAAACCTTOAATAATARTACTAGROCCCAGCCATCAMAT AN 3615

Sbjct 307 CCAT G”hTEGLCGEEhI’.‘CEAMECT‘I‘EMTMTM"‘AE MAEEC.?\GCI’.‘N"EL“"M 249

Query 3620 EEM’LEEC‘"CP-ETEGM’\.E.’L‘E"GEGELL TCGTZ J. ."LTC"‘i..J.J....; TGT C"'GTG.’LP\EGET 16749

shijot 247 E"M'LCEE‘_‘C}\ETECMHE&-E"CEGELL TCOTT J. ."LTE"‘L.TI‘{..J. TGT 'CCC'I‘CMCCET 184

Query  JeB0 C"E“hﬂ“ﬂEhC_EMhETECC"E'MC_TI'.'GECTEG-..EE'_""'CTCC\..'I'I' ATHR 3731

SEbjct 1E7 CICT M"MMTMHETCGC"E‘MC TI'.'CE...TEG"EE‘:‘TTCT«..C\.'IT".’L".& 116



